
uvig_117022: 25,009-45,480 (+)

34 35 36
tRNA-Cys(GCA)

37
AAA_21 (CDS_0038)

39 40 41 42 43 44

MGV-GENOME-0315985: 25,009-45,518 (+)

35 AAA_21 (CDS_0038)

uvig_330424: 26,482-47,569 (+)

44
RM_Type_II__Type_II_MTases_FAM_2 (CDS_0045)

46 AAA_21 (CDS_0051)

uvig_241255: 28,610-50,974 (+)

50 Cas14u CAS-V-F; (CDS_0053) 59 60

MGV-GENOME-0333404: 37,400-54,070 (+)

shah_acc_0023 found (CDS_0065)

MGV-GENOME-0314626: 27,136-44,887 (+)

42 43
44

45 46 shah_acc_0023 found (CDS_0050)

uvig_243763: 53,309-65,634 (+)

83 84 87 88 89

MGV-GENOME-0350528: 52,753-65,474 (+)

78

MGV-GENOME-0311929: 32,425-45,557 (+)

46 47

MGV-GENOME-0317976: 35,097-48,224 (+)

cas12f2_V-F_3 (CDS_0058)

MGV-GENOME-0311231: 32,728-45,403 (+)

41

uvig_323119: 30,199-42,723 (+)

33 34

MGV-GENOME-0310108: 30,955-45,016 (+)

44 45 46

MGV-GENOME-0308966: 31,915-44,555 (+)

41 42

MGV-GENOME-0320626: 35,626-49,551 (+)

60 61 62

MGV-GENOME-0313586: 32,416-46,321 (+)

41 42

uvig_66942: 52,026-65,815 (+)

shah_acc_0023 found (CDS_0077) 81

MGV-GENOME-0317029: 27,775-47,812 (+)

54

8000 nt

unknown function defence (DefenseFinder) defence (PADLOC) tRNA


