
SRS013879_a1_ct13035: 55,901-64,027 (+)

68 69 70 71 72 73 74 75 76 77 78 79 80
tRNA-Cys(GCA)

81 82

SRS011115_a1_ct36609_vs1: 46,801-60,208 (+)

60 61 peptidase (CDS_0062) 63 65 66 67 68 69 70 72 73

OTU_548: 51,575-63,350 (+)

69 70 73 74 75 HEase_00002 homing (CDS_0078)

OTU_607: 50,850-61,962 (+)

68 69 70

MGV-GENOME-0326386: 46,300-57,277 (+)

68 69

uvig_281119: 49,735-60,808 (+)

72 73

IMGVR_UViG_3300045988_063772|3300045988|Ga0495776_007866: 47,520-58,975 (+); 1-1,641 (+)

170 71 72 73

SRS019389_a1_ct19208: 52,722-63,160 (+)

72 73 74 75 76

Draper_2018_SRR6914068_NODE_1_length_60133_cov_72.581777: 50,621-60,132 (+)

70 71 72 73

IMGVR_UViG_3300007996_000005|3300007996|Ga0111052_100166: 52,801-63,240 (+); 1-1,641 (+)

73 74 75 76 77

uvig_576758: 49,578-59,557 (+)

71 72 73 74

IMGVR_UViG_3300022496_000010|3300022496|Ga0242632_10001: 50,798-61,241 (+)

72 73 74 75 76

MGV-GENOME-0332703: 53,994-60,523 (+)

70 71 72 HEase_00016 homing (CDS_0076)

MGV-GENOME-0310596: 44,352-50,117 (+)

55 56 57 58

IMGVR_UViG_3300008607_000010|3300008607|Ga0111136_100019: 54,663-61,074 (+)

73 74 78 HEase_00016 homing (CDS_0079)

IMGVR_UViG_3300045988_076310|3300045988|Ga0495776_018069: 56,222-63,174 (+); 1-1,536 (+)

74 75 76 77 78 84

SAMEA2738138_b1_ct4: 56,327-63,118 (+)

74 75 76 77 78

MGV-GENOME-0335637: 56,096-62,255 (+); 1-1,641 (+)

76 77 78 79 80

uvig_540132: 44,577-50,735 (+)

65 66 67 68 69

5000 nt

DNA, RNA and nucleotide metabolism head and packaging other unknown function defence (PADLOC) tRNA


