endolysin (CDS_0060) single strand annealing protein (CDS_0063)

49 50 51 52 53 54 55 56 57 58 59 61 DNA polymerase (CDS_0062) 64
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IMGVR_UViG_3300007648_000006|3300007648|Ga0105531_100167: 36,937-49,985 (+)
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IMGVR_UViG_3300006328_000001|3300006328|Ga0099580_100067: 37,516-50,816 (+)

55 56 57 58 59
Y Ty ] e —————— . ——
IMGVR_UViG_3300006251_000004|3300006251|Ga0099392_100068: 36,992-50,317 (+)

54 55 56 57 58 59

SRS104830_a1_ct23586: 36,635-50,440 (+)

57 58 59 60

! s e S
IMGVR_UViG_3300006321_000003|3300006321|Ga0099624_100222: 36,328-49,595 (+)

56 57 58 59

IMGVR_UViG_3300008406_000024|3300008406|Ga0115224_1000250: 36,325-49,882 (+)
47 52 53 55 56 57

IMGVR_UViG_3300007976_000010|3300007976|Ga0114368_100189: 35,456-48,170 (+)
50 51 52 53 54 55

e e S — —
MGV-GENOME-0323336: 35,878-49,470 (+)

50 51 52 53 54 55

IMGVR_UViG_3300045988_048018|3300045988|Ga0495776_130703: 35,878-49,470 (+)
55 57 58 59 60

IMGVR_UViG_3300045988_068752|3300045988|Ga0495776_004619:37,033-49,773 (+)
57 58 59 60

SRS143747_al ct9216 vs01:36,225-49,851 (+)
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IMGVR_UViG_3300007711_000003|3300007711]/Ga0105642_1000048: 36,169-50,872 (+)
49 51 52 53 54

| wi
i

SRS017808_a1_ct27625:35,875-48,634 (+)

46
41 42 43 44 457 47

IMGVR_UViG_3300045988_039170|3300045988|Ga0495776_158770:32,936-46,370 (+)
5000 nt i
DNA, RNA and nucleotide metabolism lysis unknown function
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