holin (CDS_0033) MTase_lI_00037 Type (CDS_0035)

30 3132 | 34 36 37 38 39 40

| I N —
IMGVR_UViG_3300045988 172291|3300045988\GaO495776 188525:27,198-36,671 (+)
RM_Type_ll_Type_ll_MTases_FAM_1 (CDS_0037)

IMGVR_UViG_3300045988_165080|3300045988|Ga0495776_019860:27,513-36,970 (+)
RM_Type_ll_Type_ll_MTases_FAM_1 (CDS_0038)

T — I —— ——
IMGVR_UViG_3300045988 163669|3300045988\Ga0495776 001782:29,464-38,793 (+)
V_U3 CAS-V-F; (CDS_0033) Arc-like repressor (CDS_0034)

MGV-GENOME-0337134:27,292-37,734 (+)
transposase (CDS_0037) 38

IMGVR_UViG_3300045988_160785|3300045988|Ga0495776_001928: 28,833-39,281 (+)

cas12f2_V-F_3 (CDS_0035)
36 DnaD-like helicase loader (CDS_0040) 42

;

IMGVR_UViG_3300045988_162392|3300045988|Ga0495776_001612: 27,625-38,815 (+)

cas12f2 V-F_3(CDS_0038)
39

\
|

OTU_480: 28,755-39,050 (+)
phosphoadenosine phosphosulfate reductase (CDS_0043)
transposase (CDS_0042) 44 45 RM_Type_ll_Type_ll_MTases_FAM_1 (CDS_0046)

!
é

— I e E— . — — -
IMGVR_UViG_3300045988_163088|3300045988|Ga0495776_072394:29,719-43,014 (+)

homing endonuclease (CDS_0037) partition protein (CDS_0039)
transposase (CDS_0036) 38 40 45

T —— —
MGV-GENOME-0341671:27,243-39,781 (+)

partition protein (CDS_0034)
27 30 33 35

IMGVR_UViG_3300045988_162651|3300045988|Ga0495776_001931:27,368-38,135 (+)
5000 nt i
DNA, RNA and nucleotide metabolism integration and excision lysis moron, auxiliary metabolic gene and host takeover transcription regulation unknown function defence (DefenseFinder)
—

defence (PADLOC)
I




