phosphoadenosine phosphosulfate reductase (CDS_0083)
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ParB-like partition protein (CDS_0084) ERCC4-type nuclease (CDS_0091)
ZorD1_00007 SWI2/SNF2 (CDS_0086) homing endonuclease (CDS_0093)
77 78 79 80 81 82 85 87 88 89 90 terminase small subunit (CDS_0092) 94
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MGV-GENOME-0343242:55,447-68,207 (+)
phosphoadenosine phosphosulfate reductase (CDS_0083)
ParB-like partition protein (CDS_0084)
ZorD1_00007 SWI2/SNF2 (CDS_0086)
78 79 80 81 82 85 87 88 89
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IMGVR_UViG_3300045988_163669|3300045988|Ga0495776_001782:55,447-68,207 (+)
thymidylate synthase (CDS_0075) phosphoadenosine phosphosulfate reductase (CDS_0083)
dCMP deaminase (CDS_0077) ParB-like partition protein (CDS_0084)
Rnase H (CDS_0078) ZorD1_00007 SWI2/SNF2 (CDS_0086)
76 \ 79 80 81 82 85 87 89 Arc-like repressor (CDS_0092)
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IMGVR _UViG_3300045988_162412|3300045988|Ga0495776_001950:52,870-67,186 (+)
phosphoadenosine phosphosulfate reductase (CDS_0093)
dCMP deaminase (CDS_0086) ParB-like partition protein (CDS_0094)
thymidylate synthase (CDS_0085) ZorD1_00007 SWI2/SNF2 (CDS_0096)
84 | 87 88 89 90 91 92 95 97 98 99 101
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uvig_197970:56,672-72,343 (+)
phosphoadenosine phosphosulfate reductase (CDS_0092)
dCMP deaminase (CDS_0086) ParB-like partition protein (CDS_0093)
thymidylate synthase (CDS_0085) ZorD1_00007 SWI2/SNF2 (CDS_0095)
84 \ 87 88 89 90 91 94 96 97 98
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MGV-GENOME-0346862:56,727-72,343 (+)
phosphoadenosine phosphosulfate reductase (CDS_0080)
RNA polymerase sigma factor (CDS_0065) ParB-like partition protein (CDS_0081)
67 dCMP deaminase (CDS_0074) ZorD1 00007 SWI2/SNF2 (CDS_0083)
66 Tég 69 7071 73 75 76 7778 79 82 8485
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MGV-GENOME-0341671:50,847-66,374 (+)
phosphoadenosine phosphosulfate reductase (CDS_0078)
dCMP deaminase (CDS_0072) ParB-like partition protein (CDS_0079)
thymidylate synthase (EDS,OO71) ZorD1_00007 SWI2/SNF2 (CDS_0081)
70 | 73 74 7576 77 80 8283 tRNA-Asn(GTT) 88
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IMGVR_UViG_3300045988_162651|3300045988|Ga0495776_001931:54,555-67,358 (+)
dCMP deaminase (CDS_0077)
thymidylate synthase (CDS_0076)
Rnase H (CDS_0078)

75 \ 79 homing endonuclease (CDS_0081)
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OTU_480:55,892-65,949 (+)
66 69 71
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uvig 522939:42,994-51,641 (+)
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IMGVR_UViG_3300045988_160785|3300045988|Ga0495776_001928:56,970-67,236 (+)
transcriptional regulator (CDS_0086) cluster17 Cas11_1_IV (CDS_0090)

dCMP deaminase (CDS_0080) cluster2 Csf3_0_IV (CDS_0087)
thymidylate synthase (EDS_OO79) cluster1 Csf2_0_IV (CDS_0089)
78 \ 81 82 83 84 85 cysH_IV-B_1 (CDS_0088) \ cluster3 Csf1_0_IV (CDS_0091)
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IMGVR_UViG_3300045988_160273|3300045988|Ga0495776_001644:54,513-68,777 (+)
transcriptional regulator (CDS_0086) cluster17 Cas11_1_IV (CDS_0090)

dCMP deaminase (CDS_0080) cluster2 Csf3_0_IV (CDS_0087)
thymidylate synthase (CDS_0079) cluster1 Csf2_0_IV (CDS_0089)
78 | 81 82 83 84 85 cysH_IV-B_1 (CDS_0088) | cluster3 Csf1.0_IV (CDS_0091)
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uvig 260470:54,674-68,686 (+)
cluster17 Cas11_1_IV (CDS_0091)

dCMP deamir@e (CDS_0080) cluster2 Csf3_0_IV (CDS_0088)
thymidylate synthase (CDS_0079) cluster1 Csf2_0_IV (CDS_0090)
78 ‘ 81 82 83 84 85 86 87 cysH_IV-B_1 (CDS_0085) ‘ cluster3 Csf1_0_IV (CDS_0092)
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uvig 180764:56,176-70,804 (+)
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