
uvig_260470: 48,964-54,997 (+)

64 65 66

RNA polymerase sigma factor (CDS_0067)

68
69

70 71

HNH endonuclease (CDS_0072)
73

74 75 76 77

IMGVR_UViG_3300045988_162651|3300045988|Ga0495776_001931: 47,968-54,881 (+)

61 62 63

HNH endonuclease (CDS_0064)
65

66 67 68

IMGVR_UViG_3300045988_160273|3300045988|Ga0495776_001644: 48,803-54,836 (+)

69 70 71

HNH endonuclease (CDS_0072)
73

74 75 76

IMGVR_UViG_3300045988_162412|3300045988|Ga0495776_001950: 45,898-53,193 (+)

63 64 65 66 67

HNH endonuclease (CDS_0068)
69

70 71 72 73 thymidylate synthase

IMGVR_UViG_3300045988_163669|3300045988|Ga0495776_001782: 50,662-55,764 (+)

7071
72

nucleotide kinase (CDS_0073)

74 75 76

MGV-GENOME-0341671: 48,965-53,547 (+)

67
68 69

70
71

uvig_180764: 48,718-56,499 (+)

67 68 69

phosphoadenosine phosphosulfate reductase (CDS_0070)
homing endonuclease (CDS_0071)

72
73

74 75 76

OTU_480: 49,158-59,549 (+)

68

phosphoadenosine phosphosulfate reductase (CDS_0069)
homing endonuclease (CDS_0070)

7172 73 75

thymidylate synthase (CDS_0076)
dCMP deaminase (CDS_0077)

Rnase H (CDS_0078)
79 80

IMGVR_UViG_3300045988_160785|3300045988|Ga0495776_001928: 51,031-60,945 (+)

MTase_II_00157 Type (CDS_0070)

71
nucleotide kinase (CDS_0072)

7374 75 79 81 82

uvig_522939: 38,559-48,067 (+)

60
nucleotide kinase (CDS_0061)

6263 64 66 71 ERCC4-type nuclease (CDS_0072)

IMGVR_UViG_3300045988_172291|3300045988|Ga0495776_138525: 46,928-53,632 (+)

59 64 6566
67

thymidine kinase (CDS_0068)

69

MTase_II_00072 Type (CDS_0070)

71 72

IMGVR_UViG_3300045988_163088|3300045988|Ga0495776_072394: 53,472-70,360 (+)

77 78 79 80 81 82

phosphoadenosine phosphosulfate reductase (CDS_0083)
ParB-like partition protein (CDS_0084)

85
ZorD1_00007 SWI2/SNF2 (CDS_0086)

87 88 89

terminase small subunit (CDS_0092)

Arc-like repressor (CDS_0093)
homing endonuclease (CDS_0094)

95

uvig_179077: 41,593-62,022 (+)

60 61 62

phosphoadenosine phosphosulfate reductase (CDS_0063)
homing endonuclease (CDS_0064)

65
66 67 68 69 70 71

phosphoadenosine phosphosulfate reductase (CDS_0072)
ParB-like partition protein (CDS_0073)

74
ZorD1_00007 SWI2/SNF2 (CDS_0075)

76 77 78

IMGVR_UViG_3300045988_162392|3300045988|Ga0495776_001612: 49,411-68,308 (+)

67 68 70

thymidylate synthase (CDS_0071)
dCMP deaminase (CDS_0072)

73 74 75 76 77

phosphoadenosine phosphosulfate reductase (CDS_0078)

ParB-like partition protein (CDS_0079)
80

ZorD1_00007 SWI2/SNF2 (CDS_0081)
82

83 87
transcriptional regulator (CDS_0088)

transposase (CDS_0089)

IMGVR_UViG_3300045988_165080|3300045988|Ga0495776_019860: 48,750-60,633 (+)

69
70

nucleotide kinase (CDS_0071)

72 73
dCMP deaminase (CDS_0074)

75

8000 nt

DNA, RNA and nucleotide metabolism head and packaging integration and excision moron, auxiliary metabolic gene and host takeover other transcription regulation unknown function

defence (PADLOC)


