nucleotidyltransferase (CDS_0016)
¢d09752 CAS-I-C; (CDS_0017)
DarTG_DarG (CDS 0015)
| cas7b_I-B_I-C 2 (CDS_0019)
1314 cas8c_I-C_4 (CDS_0018) 20

IMGVR_UVIG_3300008077 0003541 3300008077]Ga0105964_1000075: 11,870-21,762 (+)
d09752 CAS-I-C; (CDS_0020)
cas7b_I-B_I-C_2 (CDS_0022)
cas8c_|-C_4(CDS_0021) V_U4 CAS-V-F; (CDS_0023)

i
iy
3

e
IMGVR_UViG_3300045988_182617|3300045988|Ga0495776_140632:13,862-25,095 (+)

3839 40

IMGVR_UViG_3300045988_182393|3300045988|Ga0495776_080956:41,506-49,850 (+)
REase_l1_00020 Type (CDS_0003)
12 4 5 6 7 8

MG\/ GENOME 0374520 3 12, 604( )
cas12f2_V-F_2 (CDS_0034)

31 36
29 30 [3233 3537 38 394041

IMGVR_UVIiG_3300045988_183452|3300045988|Ga0495776 001677:23,598-37,393 (+)
DNA polymerase (CDS_0001) DS-32_DS-32B (CDS_0024) ¢d09752 CAS-I-C; (CDS_0031)
V_U4 CAS-V-F; (CDS_0006) 11 DNA helicase (CDS_0022) cas7b_|-B_I-C_2 (CDS_0033)
23 4 5 8 9 10[1213 14 1516 17 18 19 2021 23 | 26 cas8c_I-C_4 (CDS_0032)

8
[
-
-
|ﬂ
2

MGV-GENOME-0376222:2-36,585 (+)

175
1171 DNA helicase (CDS_0165)
17, 172 170 166 DS-32_DS-32B(CDS_0163) cas8c_I-C_4 (CDS_0155)

178[ 174 173 [ 171 169 168 167 |

164162 161 154

MGV-GENOME-0378035: 139,023-160,954 (-)
DS-32__DS-32B (CDS_0021)
DNA helicase (CDS_0019)
1 2 3 4 5 6 7 8 9 10 11 12 13 14 15 16 1718 20 | 22

|
|
|
.
j
/

IMGVR_UViG_3300045988_182793|3300045988|Ga0495776_032006: 3-31,847 (+)
DS-32_DS-32B (CDS_0019)
transposase (CDS_0001) 17
2 3 4 5 6 7 8 9 1011 12 13 14 15 16T 18 20

19
|
|
R
|
|
|
5

MGV-GENOME-0374400: 3-26,991 (+)
Ninl-like serine-threonine phosphatase (CDS_0010) DS-32_DS-32B (CDS_0025)
DNA polymerase (CDS_0015) DNA helicase (CDS 0023)
1 2 3 4 5 6789 11 12 13 14 1617 18 19 20 2122 24 ‘ 26 27

|
|
|
8
5
|
|
|

<{I

IMGVR_UViG_3300045988_183020|3300045988|Ga0495776_034406: 1-32,266 (+)
MTase_|1_00083 Type (CDS_0026)

DS-32_DS-32B (CDS_0021) REase_I_00020 Type (CDS_0028)
DNA helicase (CDS_0019) HNH endonuclease (CDS_0025) 29
12 3 4 5 678 9 10 11 1213 14 15 16 1718 20 | 22 2324 | | 27 [30 31 32 33 34

———— T — — B W B T W ]
MGV-GENOME-0373843:3-37,539 (+)

HNH endonuclease (CDS_0013)
MTase_|_00083 Type (CDS_0016)
DS-32_DS-32B(CDS_0011) | REase_|_00020 Type (CDS_0018)
DNA helicase (CDS_0009) HNH endonuclease (CDS_0015)
1 23 4 5 6 78 10 | 12 | 14 | 17 [20 21 22 23 24

|
I
|
9
i
15—3
|
I%
-

IMGVR_UViG_3300045988_187271|3300045988|Ga0495776_073028|9296-130427: 1-28,244 (+)
10000 nt i
DNA, RNA and nucleotide metabolism integration and excision other unknown function defence (DefenseFinder) defence (PADLOC)
I




