metal-dependent phosphohydrolase (CDS_0129)
tRNA-Ser(AGA) letA_00002 (CDS_0135)
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MGV-GENOME-0379737:110,344-121,621 (+)
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MGV-GENOME-0378441:59,096-70,373 (-)
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MGV-GENOME-0379840: 114,927-126,053 (+)

Lar anti-RM (APIS033) (CDS_0050)
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IMGVR_UViG_3300045988_182617|3300045988|Ga0495776_140632:39,307-51,342 (-)
Cas14u CAS-V-F; (CDS_0056) 52 47
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IMGVR_UViG_3300045988_187271|3300045988|Ga0495776_073028(9296-130427:39,945-51,064 (-)
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MGV-GENOME-0362545:71,103-82,222 (+)
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MGV-GENOME-0379974: 133,322-144,900 (+)
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IMGVR_UViG_3300045988_183134|3300045988|Ga0495776_005721:36,948-46,317 (-)
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MGV-GENOME-0374776:17,323-28,164 (-)

SspD_00001 SspD (CDS_0161)
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MGV-GENOME-0379959: 132,322-146,605 (+)
SspD_00001 SspD (CDS_0153)
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MGV-GENOME-0379887:132,033-146,316 (+)
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MGV-GENOME-0211003: 3,954-15,488 ()
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MGV-GENOME-0189194: 13,504-25,082 (+)

MGV-GENOME-0296304: 7,338- 16,745 (-
Lar anti-RM (APIS033) (CDS_0169)
SspD_00001 SspD (CDS_0168)
V_U4 CAS-V-F; (CDS_0170)
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MGV-GENOME-0379897: 136,760-152,220 (+)
Lar anti-RM (APIS033) (CDS_0165)
SspD_00001 SspD (CDS_0164)
V_U4 CAS-V-F; (CDS_0166)
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MGV-GENOME-0379947:137,965-156,062 (+)

SspD_00001 SspD (CDS_0031)
30 Lar anti-RM (APIS033) (CDS_0032)
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MGV-GENOME-0249945: 13,374-26,630 (+)

SspD_00001 SspD (CDS_0012)
13 Lar anti-RM (APIS033) (CDS_0011)
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MGV-GENOME-0192280: 3,758-15,773 (-)
cas12f2_V-F_2 (CDS_0053) 48 4746 45
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IMGVR_UViG_3300045988_182734|3300045988|Ga0495776_088961:37,278-49,906 (-)
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MGV-GENOME-0374400: 37,278-49,906 (-)

171 transposase (CDS_0175)
163 164 169 170 [ 172 174 176

G C_HOmm @@ —C

——
MGV-GENOME-0377603: 136,797-152,903 (+)
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MGV-GENOME-0379997: 144,720-163,388 (+)
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IMGVR_UViG_3300045988_182459|3300045988|Ga0495776_011137:93,549-112,860 (+)
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MGV-GENOME-0243815:12,809-30,199 (+)
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MGV-GENOME-0378035: 116,671-132,794 (+)
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MGV-GENOME-0374520: 21,943-37,145 ()
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IMGVR_UViG_3300045988_182091|3300045988|Ga0495776_130068:3,718-18,263 (-)
metal-dependent phosphohydrolase (CDS_0130)
Cas14u CAS-V-F; (CDS_0132)
134 133 transposase (CDS_0131)

[} L] L] n [}
IMGVR _UViG_3300007361 000005|3300007361|Ga0104787_100096: 94,083-105,076 (-)
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