
IMGVR_UViG_3300045988_182237|3300045988|Ga0495776_186558: 1-27,284 (+)
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MGV-GENOME-0378035: 1-27,284 (+)
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MGV-GENOME-0374520: 128,336-138,646 (-)
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MGV-GENOME-0377603: 3-40,035 (+)
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IMGVR_UViG_3300045988_182393|3300045988|Ga0495776_080956: 148,590-157,584 (-)
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MGV-GENOME-0372820: 105,275-124,152 (-)
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major tail protein (CDS_0147)
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IMGVR_UViG_3300045988_183741|3300045988|Ga0495776_151058: 115,875-124,758 (-)
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MGV-GENOME-0376222: 145,284-153,303 (-)
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IMGVR_UViG_3300045988_182793|3300045988|Ga0495776_032006: 157,164-183,242 (-)
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MGV-GENOME-0374776: 118,158-140,834 (-)
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IMGVR_UViG_3300045988_183134|3300045988|Ga0495776_005721: 1-30,492 (-); 130,209-188,564 (-)
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IMGVR_UViG_3300045988_183452|3300045988|Ga0495776_001677: 1-29,214 (-); 125,144-168,785 (-)
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DNA, RNA and nucleotide metabolism head and packaging integration and excision moron, auxiliary metabolic gene and host takeover other tail unknown function defence (DefenseFinder)

defence (PADLOC) virulence (VFDB)


