143 144 145 146 147 148 149 150 151 152 153

IMGVR_UViG_3300045988_182393|3300045988|Ga0495776_080956: 118,631-130,601 (+)
102

IMGVR_UViG_3300045988_182091|3300045988|Ga0495776_130068: 68,347-82,508 (+)
137 138 139 144

[ N B -
MGV-GENOME-0374520:96,766-111,271 (+)
157 158 162 transposase (CDS_0163) 164

%

\MGVR UV|G 3300045988_182793|3300045988|Ga0495776_032006: 122,232-140,044 (+)
112 113 117

IMGVR_UViG_3300045988_187271|3300045988|Ga0495776_073028(9296-130427:86,867-96,737 (+)
33

I E— S —
MGV GENOME 0362545:25,430-35,300 (-)
32 31 Cas14u CAS-V-F; (CDS_0030) 29 27 24

MGV-GENOME-0373417:18,163-34,414 (-)
7000 nt i
integration and excision unknown function defence (PADLOC)




