PDC-M11B_WP_204471233.1 (CDS_0087)
81 82 83 84 85 86 88 89 90 91 92 93

|

I

!
.

uvig_594648:53,361-60,263 (+)

|H
‘N
‘w
i

I~

MGV-GENOME-0188708: 68-8,904 (+)
V_U4 CAS-V-F; (CDS_0066)

MGV-GENOME-0313601:39,724-47,659 (+)
76

IMGVR_UViG_3300029815_000010|3300029815|Ga0244882_1000366: 51,383-57,992 (+)
26

MGV-GENOME-0192280:17,575-24,784 (-)
74 77

-_ - —
MGV-GENOME-0348777:50,552-58,146 (+)

13 19 20 tRNA-Ser(AGA)

MGV-GENOME-0199776:3,747-13055 (+)
43 42 34

IMGVR_UViG_3300029709_000341|3300029709|Ga0245177_100232[1-73479: 30,124-40,289 (-)
24 23

MGV-GENOME-0340344: 15.011-23,669 ()
112 114 115 116 121

IMGVR_UViG_3300045988_182459|3300045988|Ga0495776_011137:86,575-94,916 (+)
41 40 39

\MGVR UViG_3300045988 182657|3300045988\Ga0495776 155502:28,397-36,738 (-)
102

N E— . E— —
MGV-GENOME-0373417:77,532-84,767 (+)

38 35

MGV-GENOME-0369691:25,876-33,308 (-)
transposase (CDS_0027)
28 26

IMGVR_UViG_3300045988_182796|3300045988|Ga0495776_061969: 19,642-28,663 (-)
transposase (CDS_0047)
46 transposase (CDS_0048) 49 50 51

|
|
|
|
|
i

MGV-GENOME-0333137:28,442-38,236 (+)
HNH endonuclease (CDS_0116)
114 117

MGV-GENOME-0379840: 106,860-116,298 (+)
HNH endonuclease (CDS_0059) 58

I e e — E— — ——
IMGVR_UViG_3300008077_000354|3300008077|Ga0105964_1000075:47,069-56,584 (-)

HNH endonuclease (CDS_0122)
123

MGV-GENOME-0379595:107,457-116,305 (+)
HNH endonuclease (CDS_0058) 57

IMGVR_UViG_3300045988_183020|3300045988|Ga0495776_034406:49,377-57,335 (-)
HNH endonuclease (CDS_0070) 69 65

IMGVR_UViG_3300045988_182793|3300045988|Ga0495776_032006: 62,401-71,834 (-)

55 HNH endonuclease (CDS_0052) 51
[ I I — I _— A L | BN ] B L
MGV-GENOME-0374520:39,357-49,008 (-)
HNH endonuclease (CDS_0043) 44 51
XY YVVLY

| & t<. KKK
I . I — I I N D _ EEEEEE =
IMGVR_UViG_3300045988_181887|3300045988|Ga0495776_090670:25,311-35,844 (+)

23 HNH endonuclease (CDS_0021) 20
I I _— | I N B S

— N R E——
MGV-GENOME-0202251:11,320-21,807 (-)

MGV-GENOME-0196860:675-11,158 (+)
HNH endonuclease (CDS_0023) 22

—— N ] — — [ —— 11— ] S I .
IMGVR_UViG_3300045988_182065|3300045988|Ga0495776_037193:12,065-22,298 (-)
36
— — (] e —— — e

Lt el ———————]
MGV-GENOME-0244765:21,725-32,228 (-)
transposase (CDS_0056)
HNH endonuclease (CDS_0053) 54 Cas14u CAS-V-F; (CDS_0055)

N B DS —— _— I I I s EEEE 0 0 EEEEEE = -
MGV-GENOME-0326751:31,336-43,684 (+)
HNH endonuclease (CDS_0022) 21 transposase (CDS_0015) transposase (CDS_0014)
N S . = | — . 1 1 "} ] - O m S EEEE N -
MGV-GENOME-0230911: 10,422-22,402 (-)
HNH endonuclease (CDS_0138) metal-dependent phosphohydrolase (CDS_0146)

136 139 147

MGV-GENOME-0379830: 120,769-133,720 (+)
49 50 51 52 53 58

MGV-GENOME-0344119:28,637-41,015 (+)
transposase (CDS_0125)
124 126 129 130 131

MGV-GENOME-0378035: 104,644-117,118 (+)
5000 nt i
DNA, RNA and nucleotide metabolism integration and excision other unknown function defence (PADLOC) tRNA pseudogene
I I




