toxin-antitoxin system HicB-like (CDS_0029)
DNA polymerase/primase (CDS_0035)
DNA binding proteln (CDS_0031)

virion structural protein (CDS_0017) endolysin (CDS_0026) ‘ HNH endonuclease (CDS_0034)
tail length tape measure protein (CDS_0015) minor tail protein (CDS_0021) holin (CDS_0025) toxin (CDS _ oozs) 33 |
\ 16 18 19 20 22 23 24 | 27 | | 30 | 32] terminasesmall subunit (CDS_0036)
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MGV-GENOME-0190039: 10,323-26,260 (+)
toxin-antitoxin system HicB-like (CDS_0027)
DNA binding protein (CDS_0029)

minor tail protein (CDS_0021) toxin (CDS_0026)
20 22 23 24 25 | | 28 |30
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MGV-GENOME-0182943: 10,323-25,122 (+)
minortail protein (CDS_0021)DNA binding protein (CDS_0025)
22 23 24 [26

MGV-GENOME-0174849: 10,323-23,888 (+)

toxin-antitoxin system HicB-like (CDS_0023)
DNA binding protein (CDS_0025)
toxin (CDS_0022)
20 21 | | 24 |26

MGV-GENOME-0164914:10,303-22,485 (+)

DNA binding protein (CDS_0022)
toxin-antitoxin system HicB-like (CDS_0020) 21 | 23

MGV-GENOME-0153589: 10,323-20,968 (+)
21 22 23 24

Y —— ——— ————— ——— —— — T
MGV-GENOME-0171137:10,324-23,356 (+)

DNA binding protein (CDS_0023)
21 22 [24

. __ __ ! ___________________________] .|
MGV-GENOME-0169882: 10,320-23,181 (+) ==

DNA binding protein (CDS_0028)
endolysin (CDS_0024)

minor tail protein (CDS_0019) holin (CDS_0023) 26
13 14 18 20 21 22 | 25727 29
| B E— [ ———————— ¢ 1| - . I
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MGV-GENOME-0191788:9,432-24,203 (+)
holin (CDS_0023)

minor tail protein (CDS_0019) endolysin (CDS_0024)
18 20 21 22 \ 2526 27
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MGV-GENOME-0173061:9,432-23,630 (+)
holin (CDS_0023) DNA binding protein (CDS_0030)
minor tail protein (CDS_0019) endolysin (CDS_0024) tRNA-Trp(CCA)
18 20 21 22 \ 2526 2728 29 [|31
— L L B | ;N "} ] —_—
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MGV-GENOME-0183948: 9,432-25,274 (+)
Lar-like restriction alleviation protein (CDS_0026)

holin (CDS_0022) " toxin-antitoxin system HicB-like (CDS_0030)
endolysin (CDS_0023) DNA binding protein (CDS_0032)
20 21 | 24 25 27 28 29 | 31733
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MGV-GENOME-0198306: 10,308-26,019 (+)
RM_Type_ll_Type_ll_MTases_FAM_1 (CDS_0028)
REase_l_00038 Type (CDS_0027)
endolysin (CDS_0023)
holin (CDS_0023) 25 DNA binding protein (CDS_0032)
2021 [ | 2426 29 30 31 [33

uvig_184573:10,284-27,586 (+)
minor tail protein (CDS_0021)
endolysin (CDS_0024)
holin (CDS_0023) 26
20 2] | 2527 2829

MGV-GENOME-0180818:10,323-24,144 (+)

endolysin (CDS_0023)
holin (CDS_0023) 25 27
21 | 2472628

MGV-GENOME-0170155: 10,307-23,220 (+)
holin (CDS_0022)
endolysin (CDS_0023) 25
20 21 | 247 26

MGV-GENOME-0169209:10,310-22,711 (+)

endolysin (CDS_0024)
holin (CDS_0023) 26
18 19 21 22 | 257] 272829

— I ——— E—  E— N — —
uvig_316363:10,016-25,182 (+)
20 21 22 endolysin (CDS_0023)

e e .  E—
MGV-GENOME-0158870:10,323-21,663 (+)

endolysin (CDS_0025)
holin (CDS_0024) 27

15 16 17 22 23 | ZAT 28
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uvig 431053:10,022-23,459 (+)
virion structural protein (CDS_0017) 20 21
L —

M_G\/-GENOME-0157627:9,996-21,500 (+)
Lar-like restriction aIIewatlon protein (CDS_0025)
DNA polymerase exonuclease subunit (CDS_0024)
HNH endonuclease (CDS_0023) toxin (CDS_0029)
20 2122 | | | 2627 28 | toxin-antitoxin system HicB-like (CDS_0030)

MGV-GENOME-0181976:10,323-24,971 (+)
DNA polymerase exonuclease subunit (CDS_0024)
HNH endonuclease (CDS_0023)

20 2122 | 2526 27 28
) BESEEED DD
MGV-GENOME-0174122: 10,322-23,786 (+)
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