holin (CDS_0022)
19 endolysin (CDS_0020) 21 23 24 25 26 27 28

MGV-GENOME-0159570:17,275-21,754 (+)

MGV-GENOME-0161157:17,205-21,970 (+)

GV-GENOME-0111162:18,675- 16493( )

nucleoside 2-deoxyribosyltransferase (CDS_0027)
Control_protein_00002 control (CDS_0024)
endolysin (CDS_0020) 25 26 28 29 30 31

MGV-GENOME-0176892:17,206-24,203 (+)
10 9

IS

MGV-GENOME-0132557:824-6,243 (-)

13 18
——— —— —— — ———— ——— T —1 —— — & —§ |
MGV-GENOME-0124903: 10,133-15,485 (+)
22
I S S e e ———
MGV-GENOME-0139000: 12,242-17,424 (+
7
— —  — ——— — —  ——— — | —§ ———————————— §—— ———— ]
MGV-GENOME-0131324:1,931-7,110(-)
21
— — I —§ —————————— §—— " ;|
MGV-GENOME-0120770:11,771-16,950 (+,
23
T S S I R —
MGV-GENOME-0149759:14,987-19,759 (+)
6
— [ —§ — "} — — "} ]
MGV-GENOME-0131659:1,022-6,132 (-)
5 4 3 2 1

uvig_410807: 1-8,324 (-)

toxin-antitoxin system HicB-like (CDS_0026)
DNA binding protein (CDS_0028)  HNH endonuclease (CDS_0033)
25 transposase (CDS_0027) 29 30 31 32 34
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MGV-GENOME-0181479:17,632-24,891 (+)
toxin-antitoxin system HicB-like (CDS_0012)
DNA binding protein (CDS_0010)
13 transposase (CDS_0011) 9 8 7 6 5 4 3 21
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MGV-GENOME-0159097:1-7,610 (-)
toxin-antitoxin system HicB-like (CDS_0026)
DNA binding protein (CDS_0027)
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MGV-GENOME-0161214:17,760-21,979 (+)
toxin-antitoxin system HicB-like (CDS_0026)
25 27

MGV-GENOME-0151004: 17,236-20,621 (+)

25 toxin-antitoxin system HicB-like (CDS_0026)

MGV-GENOME-0144049: 16,626-19,753 (+)
toxin-antitoxin system HicB-like (CDS_0003)
5 4 transposase (CDS_0002)

o

MGV-GENOME-0130576: 3-5. 307( )
toxin-antitoxin system HicB-like (CDS_0003)
5 4 transposase (CDS_0002)
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MGV-GENOME-0127599: 1-5,420 (-)
toxin-antitoxin system HicB-like (CDS_0003)
5 4 transposase (CDS_0002) 1
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MGV-GENOME-0127113: 1~ 5073( )

toxin-antitoxin system HicB-like (CDS_0027)
transposase (CDS_0028)
25 26 2

T ~ 2
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MGV-GENOME-0164784:17,133-22,468 (+)

toxin-antitoxin system HicB-like (CDS_0027)
25 26 transposase (CDS_0028) 29
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MGV-GENOME-0166223:17,632-22,673 (+)
toxin-antitoxin system HicB-like (CDS_0027)
25 26 transposase (CDS_0028) 29 30 31

MGV-GENOME-0177835:17,635-24, 340(+)
toxin-antitoxin system HicB-like (CDS_0027)
25 26 transposase (CDS_0028) 29

o
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MGV-GENOME-0165817:17,632-22,611 (+)
toxin-antitoxin system HicB-like (CDS_0027)

toxin (CDS_0025)
T 26 transposase (CDS_0028) 29
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uvig_194730: 16,543-24,534 (+)
toxin-antitoxin system HicB-like (CDS_0024)

transposase (CDS_0025)
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MGV-GENOME-0131302: 13,730-18,332 (+)
toxin-antitoxin system HicB-like (CDS_0020) DNA binding protein (CDS_0022)

19 transposase (CDS_0021)

MGV-GENOME-0119228:12,365-17,153 (+)
toxin-antitoxin system HicB-like (CDS_0024)
23 transposase (CDS_0025) phosphoesterase (CDS_0026)
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MGV-GENOME-0148212: 14,604-20,069 (+)
toxin-antitoxin system HicB-like (CDS_0026)
transposase (CDS_0027)

25

N
o

MGV-GENOME-0177935:17,188-21,760 (+)
toxin-antitoxin system HicB-like (CDS_0024)
transposase (CDS_0025)
22 23 26
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MGV-GENOME-0136618: 14,034-18,902 (+)
toxin-antitoxin system HicB-like (CDS_0024)
transposase (CDS_0025)
23 26
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MGV-GENOME-0135033: 14,094-18,733 (+)
toxin-antitoxin system HicB-like (CDS_0005)
DNA binding protein (CDS_0003)
transposase (CDS_0004) | 2 1
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MGV-GENOME-0148128:2-5 782( )

toxin-antitoxin system HicB-like (CDS_0025)
23 24 26

MGV-GENOME-0129720: 14,504-18,168 (+)
toxin-antitoxin system HicB-like (CDS_0002)
4 3 DNA binding protein (CDS_0001)
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MGV-GENOME-0131006: 3-4,074 (-)
toxin-antitoxin system HicB-like (CDS_0027)
25 26 28

MGV-GENOME-0154642:17,204-21,106 (+)
3 2 toxin-antitoxin system HicB-like (CDS_0001)

MGV-GENOME-0121500: 1-3,249 (-)
toxin-antitoxin system HicB-like (CDS_0024)

toxin (CDS_0022)
T 23 transposase (CDS_0025) 26 27

uvig_179645:12,938-21,232 (+)
toxin-antitoxin system HicB-like (CDS_0027)
DNA binding protein (CDS_0029)
25 26 transposase (CDS_0028) | 30
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MGV-GENOME-0177459: 17, 650 24,286 (+)
toxin-antitoxin system HicB-like (CDS_0027)
25 26 transposase (CDS_0028) 29 30
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MGV-GENOME-0174114:17,723-23 784(+)

toxin-antitoxin system HicB-like (CDS_0026)
25 27
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MGV-GENOME-0200889: 17,632- 24 137 (+)
toxin-antitoxin system HicB-like (CDS_0026)
transposase (CDS_0027)
25 28
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MGV-GENOME-0175574: 17,632-24, OOO(+)
toxin-antitoxin system HicB-like (CDS_0027)
25 26 28 Rnase H (CDS_0029) 30 31 32
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MGV-GENOME-0202908: 17,691-24,961 (+)
toxin-antitoxin system HicB-like (CDS_0027)
25 26 transposase (CDS_0028) 29 30
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MGV-GENOME-0174477:17, 631 23,839 (+)
toxin-antitoxin system HicB-like (CDS_0027)
25 26 transposase (CDS_0028) 29
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MGV-GENOME-0180102: 17, 741 24,680 (+)

toxin-antitoxin system HicB-like (CDS_0027)
25 26 28 29 30 31 32

MGV-GENOME-0203692: 16,929-23,866 (+)
toxin-antitoxin system HicB-like (CDS_0027)
25 26 transposase (CDS_0028) 29
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MGV-GENOME-0170252: 17, 631 23232 (+)
toxin-antitoxin system HicB-like (CDS_0026)
25 transposase (CDS_0027) 28 29
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MGV-GENOME-0167815:17, 632 22,885 (+)
25 26 27
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MGV-GENOME-0166367: 17, 632 22,693 (+)
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w

26 27 28
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MGV-GENOME-0164514:17,635-22,429 (+)

MGV-GENOME-0163931:17,632-22,349 (+)
toxin-antitoxin system HicB-like (CDS_0026)
DNA binding protein (CDS_0028)
25 transposase (CDS_0027) | 29 30 31
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MGV-GENOME-0177886: 17, 632 24,347 (+)
toxin-antitoxin system HicB-like (CDS_0022)
DNA binding protein (CDS_0024)
21 transposase (CDS_ OOZS)T 25 26 27
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MGV-GENOME-0136342: 13,086-18 874(+)
toxin-antitoxin system HicB-like (CDS_0027)
DNA binding protein (CDS 0029)
25 26 transposase (CDS_0028) 31 32 33 34 35
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MGV-GENOME-0174323: 16, 445 23815 (+
toxin-antitoxin system HicB-like (CDS_0027)
DNA binding protein (CDS_0029)
25 26 transposase (CDS OOZB)T 30 31 32
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MGV-GENOME-0174688: 16,891-23, 868( )
toxin-antitoxin system HicB-like (CDS_0027)

23 25 26 transposase (CDS_0028) 29 30
I . D D DN N S D S— I I
MGV GENOME-0189790:17,297-24,277 (+)
toxin-antitoxin system HicB-like (CDS_0006)
toxin (CDS_0007)
| transposase (CDS_0005) 4 3 2 1
I DN DI DN R— I

I
uvig_191013:3-9,008 (-)
toxin-antitoxin system HicB-like (CDS_0011)
DNA binding protein (CDS_0009)
17 13 12 transposase (CDS 0010)T 8 7 6 5 4 3 2 oMTase_00015 orphan (CDS_0001)
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MGV-GENOME-0174638: 3-8,637 (-)
toxin-antitoxin system HicB-like (CDS_0027)
DNA binding protein (CDS_0029)
25 26 transposase (CDS_0028) 30 31 32 33 34 35
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MGV-GENOME-0179982: 16,986-24,663 (+)
replication initiation protein (CDS_0008)
toxin-antitoxin system HicB-like (CDS_0011) tRNA-GIu(CTC)
12 transposase (CDS_0010) 9 7 6
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MGV-GENOME-0178972: 3-10,389 (-)
toxin-antitoxin system HicB-like (CDS_0024) replication initiation protein (CDS_0027)

23 transposase (CDS_0025) 26 28 29 30 31
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MGV-GENOME-0166646:14,869-22,702 (+)
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25 26 27 28
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MGV-GENOME-0161597:17,632-22,031 (+)
25 26 27 28

MGV-GENOME-0158319:17,672-21,594 (+)

transposase (CDS_0027)
25

N
o

28 29 30
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MGV-GENOME-0173186: 17,632-23,292 (+)
25 26 transposase (CDS_0027) 28 29

MGV-GENOME-0168653:17,632-23,005 (+)
transposase (CDS_0027)
26 VakA (CDS_0028) 29 30
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MGV-GENOME-0176734:17, 565 24,178 (+)
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25 26 transposase (CDS_0027) 28

MGV-GENOME-0177233:17, 188 24,257 (+)

transposase (CDS_0027)
25 26 28 29 30 31
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MGV-GENOME-0174607: 17,633-23,856 (+)
25 26 transposase (CDS_0027) 28 29
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MGV-GENOME-0178738:17,650-24,475 (+)

transposase (CDS_0028)
26 27 29 30 31 32
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MGV-GENOME-0175429:17,549-23,975 (+)
transposase (CDS_0027)
25 26 28 29 30

MGV-GENOME-0173404: 17,650-23,682 (+)
transposase (CDS_0027)
25
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MGV-GENOME-0164464:17,632-22,423 (+)
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27

MGV-GENOME-0155506:17,562-21,219 (+)

23 24

MGV-GENOME-0127341:14,730-17,849 (+)
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MGV-GENOME-0119585: 66-3,185 (-)
transposase (CDS_0002)
4 3 DNA binding protein (CDS_0001)

MGV-GENOME-0134028: 27-4,644 (-)
transposase (CDS_0023)
21 22 DNA binding protein (CDS_0024)

MGV-GENOME-0124925:13,052-17,666 (+)

3 2 transposase (CDS_0001)

—
MGV-GENOME-0131792: 179- 4398( )

21 22 transposase (CDS_0023)

MGV-GENOME-0121592:13,270-17,378 (+)
26 27 transposase (CDS_0028)

MGV-GENOME-0156582:17,088-21,308 (+)
DNA binding protein (CDS_0025)
transposase (CDS_0024)
22 23 26 27 28
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MGV-GENOME-0141362: 13, 784 19,438 (+)
RM _Type_IIG_Type_IIG_1(CDS_0031)
25 26 27 28 29 30 32 33 34
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MGV-GENOME-0198401: 17, 632 27,691 (+)
DNA binding protein (CDS_0028)
transposase (CDS_0027)
25 26 29 30 31 3233
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MGV-GENOME-0173109: 17,188-23,638 (+)
DNA binding protein (CDS_0028)
transposase (CDS_0027)

N
o

25 29 30 31 32 33
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MGV-GENOME-0171648: 16,700-23428 (+)
DNA binding protein (CDS_0008)
transposase (CDS_0009)

1 10 7 6 5 4 3 2 DNAmethyltransferase (CDS_0001)
I - I — [ ] |
MGV-GENOME-0152007: 17,707 ()

25
I D —— —_—
MGV-GENOME-0149467: 17,581-20422 (1)

22
I D — -
MGV-GENOME 0114997 14,103-16807 (1)

25 26

—
uvig_487412:17,785-21,050 (+)

transposase (CDS_0027)
6
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MGV-GENOME-0163045:17,275-22,221 (+)

22 23
&
MGV-GENOME-4326204:12,590-16,066 (+)

transposase (CDS_0027)
25 26 28

MGV GENOME-0155789:16,179-21,257 (+)
23 25 26 transposase (CDS_0027)
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GV-GENOME-0170154:15,944-20,740 (+)
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transposase (CDS_0004)
3
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Hoc-like head decoration (CDS_0011)

w

MGV-GENOME-0159524:59-8,210 (-)

N
v
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o

I
GV-GENOME-0152033: 16,860-20,763 (+)

<

transposase (CDS_0008) vanR_ACDEGLN-NCBIFAM VanR-ABDEGLN family response regulator transcription factor (NFO33117.2) (CDS_0002)
0 9 7 6 5 4 PhoP (VF0286) (CDS_0003) major tail protein (CDS_0001)
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uvig_467126:63-11,633 (-)

4000 nt i
DNA, RNA and nucleotide metabolism head and packaging integration and excision lysis moron, auxiliary metabolic gene and host takeover other tail unknown function
— I L] N

defence (DefenseFinder) defence (PADLOC) virulence (VFDB) AMR (AMRFinderPlus) tRNA
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