
MGV-GENOME-0312489: 40,239-48,281 (+)

55 56 57 58 59 60 61 62 63 64 65 66 67 68 69 70
ParB-like partition nuclease (CDS_0071)

queuine tRNA-ribosyltransferase (CDS_0072)

MGV-GENOME-0307526: 39,380-47,316 (+)

HNH endonuclease (CDS_0057) 58 59 60 62 68

MGV-GENOME-0289132: 33,201-41,522 (+)

50 51 52 53 56

MGV-GENOME-0253213: 26,400-33,978 (+)

39 40 41 42 47 queuine tRNA-ribosyltransferase

MGV-GENOME-0314949: 8,428-15,353 (+)

17 19 20 21

MGV-GENOME-0298102: 36,416-43,573 (+)

53 54 55 56

uvig_92676: 30,462-38,465 (+)

49 50 51 52 54 55

MGV-GENOME-0281537: 32,802-39,977 (+)

48 50 52 53

MGV-GENOME-0276503: 30,053-36,629 (+)

41 46 47

MGV-GENOME-0239028: 25,344-32,526 (+)

40 42 43 44 45

MGV-GENOME-0290994: 35,464-42,778 (+)

52 53

MGV-GENOME-0251419: 27,930-35,244 (+)

44

MGV-GENOME-0322987: 12,600-20,608 (+)

24

uvig_283115: 51,049-58,058 (+)

66 68 73 74

MGV-GENOME-0302274: 2,052-9,636 (+)

12 13 14 15

MGV-GENOME-0231528: 23,432-30,319 (+)

37 38 39 40

MGV-GENOME-0286960: 33,372-41,042 (+)

46 49 52 53 55

3000 nt

DNA, RNA and nucleotide metabolism moron, auxiliary metabolic gene and host takeover other unknown function


