late transcriptional activator (CDS_0039)
32 33 34 35 36 Bunzi__BnzB (CDS_0037) 38 40 41 42 43 44 45

E

IMGVR_UViG_2847837022_000002|2847837022|2847837022|1562303-1602580: 31,938-39,238 (+)

I—— S —
IMGVR_UViG_650716006_000002|650716006|650716059]1974704-2014881: 31,520-39,138 (+)
Rst_2TM_1TM_TIR_Rst_TIR_tm (CDS_0032)

w
w

35 36

e . I  —  —
IMGVR_UViG_2906238143 000003|2906238143|2906238146|113672-148886:27,648-34,275 (+)

Kil protein for bacterial septation inhibition (CDS_0030)
35 36

38
e oot L — T O — e
IMGVR_UViG_2912084979_000002(2912084979|2912084979|4447170-4486215: 31,595-38,106 (+)
MgsRAC_mgsC (CDS_0033) 34 36 PD-T7-4_PD-T7-4 (CDS_0038)

IMGVR_UViG_2823477701_000003|2823477701|2823477701|2678745-2716355:30,320-36,666 (+)

36 37 39
[, D I/ D Ry I y W, W - —,
IMGVR_UViG_2728369070_000002|2728369070|2728392785|1486925-1526675: 33,360-38,806 (+)

37
[ __ I I I E—
IMGVR_UViG_2639762872_000003|2639762872|2639805046|3-37953: 32,446-37,011 (+)

45 46 a7
| __ 1 I I I E——

IMGVR_UViG_2791355205_000001|2791355205|2791384297|1431744-1475865:36,681-43,177 (+)

wW
w

I e — S —— E—
IMGVR_UViG_2903415380_000009|2903415380|2903415719|6048-39518:27,729-32,541 (+)
35 36

I I
IMGVR_UViG_2878997544_000004|2878997544(2878997573|147872-182453: 28,297-33,652 (+)

unknown function (CDS_0034)

w
w

40

e . I =
IMGVR_UViG_2660237993.000002|2660237993|2660247614(61128-98411: 31,223-36,354 (+)

35

IMGVR_UVIG_2864777284_000004|2864777284|2864777285|456270-491122:29,035-33,908 (+)
40 41

IMGVR_UVIG_2876718492_000001|2876718492|2876718549:32,237-38,525 (+)
RosmerTA__RmrT_2585209417 (CDS_0037)RosmerTA_RmrA_2585209417 (CDS_0038)

- & ]
IMGVR_UViG_2775507035_000001|2775507035|2775536524(2999202-3037296: 31,066-37,030 (+)

PDC-M01B_WP_144118307.1 (CDS_0045) PDC-MO1A WP _095609940.1 (CDS_0046)

IMGVR_UViG_3300034158_000121|3300034158|Ga0370507_0000068|1-48947:41,308-47,990 (+)

3000 nt i
lysis other transcription regulation unknown function defence (DefenseFinder) defence (PADLOC)
— I




