site-specific recombination directionality factor RDF (CDS_0063)
tRNA-Ser(CGA)
59 60 61 62 64 65 66 67 68 69 70 71 72 73 74

IMGVR_UViG_3300045988_102407|3300045988|Ga0495776_078055:41,396-47,986 (+)

site-specific recombination directionality factor RDF (CDS_0038)
47 46 45 44 transcriptional regulator (CDS_0043) 39 37

uvig 216980:24,210-30,977 (-)
45 43 RM_Type_ll_Type_ll_MTases_ FAM_2 (CDS_0041) 36 35

uvig_381709:26,839-34,985 (-)

MGV-GENOME-0301569:25,427-33,573 (-)
DNA methyltransferase (CDS_0056)

SAMEA2579923 al ct17097 vs1:37,534-45,683 (+)
DNA methyltransferase (CDS_0036)

MGV-GENOME-0293307:23,307-31,456 (-)
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uvig_249972:27,721-35,869 (-)
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