RusA-like Holliday junction resolvase (CDS_0038)
Druantia_ll__DruM (CDS_0037) anti-repressor Ant (CDS_0040)
31 32 33 34 35 36 39 41 42 43

|
i+

SRS147887 _al ct90130_vs1:23,081-31,430 (+)

30 35
e I I R ——
SRS023926_al _ct29627 vs1:22,186-28,886 (+)

HNH endonuclease (CDS_0046)
Druantia_ll__DruM (CDS_0039) anti-CRISPR-Cas evasion by DNA repair (APIS131) (CDS_0041) terminase large subunit (CDS_0001)
37 38 RusA-like Holliday junction resolvase (CDS_0040) 47 portal protein

!%

T e I S —— E— e —
TemPhD_cluster_62740_:23,689-33,574 (+); 1-1,521 (+)

RusA-like Holliday junction resolvase (CDS_0039)
Druantia_ll_DruM (CDS_0038)

36 40 45

w
~N

I L I I
IMGVR_UViG_3300007124_000002|3300007124|Ga0102685_100415:22,186-32,396 (+); 1-1,398 (+)
anti-CRISPR-Cas evasion by DNA repair (APIS131) (CDS_0038)
RusA-like Holliday junction resolvase (CDS_0037)
Druantia_ll__DruM (CDS_0036) \ 40

e — —— 1 — & ———— — —————]
IMGVR_UViG_3300008280_000018|3300008280|Ga0114267_100154: 24,090-30,774 (+)

anti-CRISPR-Cas evasion by DNA repair (APIS131) (CDS_0045)
RusA-like Holliday junction resolvase (CDS_0044)
42 43

| »
~N

I —— —
uvig 370923:25,673-33,427 (+)

RusA-like Holliday junction resolvase (CDS_0043)
DNA methyltransferase (CDS_0041) 42 anti-CRISPR-Cas evasion by DNA repair (APIS131) (CDS_0044)

I — ——— — ————————— ——————]
MGV-GENOME-0246723:26,322-34,013 (+)

RusA-like Holliday junction resolvase (CDS_0043)
4 35 DNA methyltransferase (CDS_0041) 42 anti-CRISPR-Cas evasion by DNA repair (API1S131) (CDS_0044)

w

I L e ————————— I
IMGVR_UViIG_3300045988_118462|3300045988|Ga0495776_145907:26,110-34,013 (+)
RusA-like Holliday junction resolvase (CDS_0046)
DNA methyltransferase (CDS_0044)
Druantia_ll_DruM (CDS_@:B) ‘
42 \ 45 anti-CRISPR-Cas evasion by DNA repair (APIS131) (CDS_0047)

<
)
5
9]
m
z
O
<
m
(@}
N
N
N
N
&)
N
N
N
()
=~
O\I
w
5
=
N
®
=

)
RusA-like Holliday junction resolvase (CDS_0038)
RM_Type_ll_Type_ll_MTases_FAM_2 (CDS_0037) 41 42 43

!#

e — — —— —«§¥ ———— — — |
(+)
30 31 32 88

[%)
A
%)
(@}
~
~
W
@
~
()

[y
a

=
~
N
N
N
<

@

A
N
w
[
N
=
()
5
o~
N
N

L )
33 38 39 40 41

<
(9]
<
(a)
m
z
o
<
m
o
=
o]
Qo
o~
N
~
=
O
w
W
@
N
[

o
w
w
7

)

<
Q
<
9]
m
z
O
<
m
o
w
=
w
G
[N
N
N
o
~
\1
=
N
o8]

~
o
e
T

w
w

I I
IMGVR_UViG_3300008283_000232|3300008283|Ga0110914_100261[10918-43164: 26,723-32,245 (+)

31 38

—
MGV-GENOME-0266782:23,245-29,491 (+)
4000 nt i
DNA, RNA and nucleotide metabolism head and packaging other transcription regulation unknown function defence (DefenseFinder) anti-defence (dbAPIS)
I




