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Protein of unknown function (Retron_VII_2_ DUF3800) (CDS_0178)
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MGV-GENOME-4434973:91,737-111,383 (+)
RM_Type_IIG_Type_lIG_1(CDS_0167)
DNA binding protein (CDS_0165)
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MGV-GENOME-0380068: 163.588- 186,085 (+)
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MGV-GENOME-0380067: 163,654-183,498 (+)
Specificity_lI_00002 Type (CDS_0199)
DNA binding protein (CDS_0197)
RM_Type_IIG_Type_lIG_1(CDS_0198)
196 | | 200 201202 203 204 205

<
O
<
%)
m
z
[}
<
m
OI
@
&
S
=
~
A
}_\I
2
N
<}
&
al
=l
N}
ol
=
i
[}
| }

(+)
10000 nt 1

DNA, RNA and nucleotide metabolism unknown function defence (DefenseFinder) defence (PADLOC)




