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MGV-GENOME-0380008: 71,607-87,537 (+)
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MGV GENOME 0379600: 138,167-147,764 (+)
cas12f2_V-F_2 (CDS_0270)

excisionase (CDS_0261) 264 266 271 272
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MGV-GENOME-0380165:246,280-262,130 (+)

transposase (CDS_0232) 236 Cas14u CAS-V-F; (CDS_0239)
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MG\/ GENOME-0380149:230,715-245,236 (+)
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MGV GENOME-0379930: 73,074~ 84 190 (+)
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MGV GENOME 0380189:264,937-274,514 (+)
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MG\/ GENOME-0380085: 66,394-77,358 (+)
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integration and excision unknown function defence (DefenseFinder) defence (PADLOC)




