
uvig_518090: 23,681-34,874 (+)

25
26

27
endolysin (CDS_0028)

29
30 3132 33 34

integrase (CDS_0035)
36

transcriptional repressor (CDS_0037)

38

endolysin (CDS_0039)

40

IMGVR_UViG_3300029334_000005|3300029334|Ga0243717_1000444: 23,641-32,681 (+)

32 33

OTU_993: 24,922-33,774 (+)

34 35

IMGVR_UViG_3300014971_000002|3300014971|Ga0134442_1000224: 23,637-32,364 (+)

31

uvig_160976: 23,368-34,558 (+)

31 32 33 34

IMGVR_UViG_3300006298_000003|3300006298|Ga0099618_100222: 23,626-32,490 (+)

31 32

uvig_78881: 23,643-32,174 (+)

3132

uvig_191511: 23,224-33,228 (+)

31 32 33

IMGVR_UViG_3300029374_000321|3300029374|Ga0243945_1000408|1609-52908: 23,640-33,521 (+)

32 33

OTU_1059: 23,641-34,421 (+)

endolysin (CDS_0028)
31 32 transposase (CDS_0033)

IMGVR_UViG_2920258663_000004|2920258663|2920258779|79680-129518: 23,642-32,478 (+)

32

IMGVR_UViG_3300029127_000208|3300029127|Ga0168774_100129|33765-83067: 23,639-32,337 (+)

31

IMGVR_UViG_3300045988_037841|3300045988|Ga0495776_028724: 23,640-32,409 (+)

3132

OTU_1160: 23,641-32,593 (+)

31 32

IMGVR_UViG_3300045988_043046|3300045988|Ga0495776_047287: 23,641-32,915 (+)

31 32 33

uvig_403466: 23,641-33,069 (+)

31 32

MGV-GENOME-0309398: 23,644-32,596 (+)

31
32

IMGVR_UViG_3300045988_052407|3300045988|Ga0495776_028592: 23,639-32,224 (+)

31
32 34

IMGVR_UViG_3300029437_000110|3300029437|Ga0242826_1000647: 23,630-34,092 (+)

32
33 34 35

IMGVR_UViG_3300029790_000364|3300029790|Ga0242825_1000684|396-50218: 23,630-32,716 (+)

32
3334

IMGVR_UViG_3300014824_000696|3300014824|Ga0134492_1000361|20881-69695: 23,409-32,171 (+)

31

uvig_388792: 23,644-32,482 (+)

31 32

uvig_54114: 23,659-32,299 (+)

3233

IMGVR_UViG_3300045988_107204|3300045988|Ga0495776_069215: 23,644-32,529 (+)

32 33

IMGVR_UViG_3300045988_052056|3300045988|Ga0495776_097349: 21,526-30,103 (+)

31

IMGVR_UViG_3300045988_027326|3300045988|Ga0495776_047092: 23,680-32,598 (+)

30 32

uvig_556270: 23,645-32,253 (+)

33

IMGVR_UViG_3300029613_000006|3300029613|Ga0245150_100608: 23,641-32,485 (+)

31 32

IMGVR_UViG_3300029593_000230|3300029593|Ga0245135_100235|33556-81223: 23,641-32,404 (+)

31 32

uvig_545641: 23,329-31,666 (+)

3233

IMGVR_UViG_3300029120_000131|3300029120|Ga0168814_100372: 23,640-32,765 (+)

3132

OTU_1101: 23,641-32,522 (+)

31 32

IMGVR_UViG_3300045988_027283|3300045988|Ga0495776_134666: 23,641-32,434 (+)

endolysin (CDS_0028)
endolysin (CDS_0029)

3334

uvig_313850: 23,409-35,237 (+)

31 32 33 34

IMGVR_UViG_3300029733_000300|3300029733|Ga0245176_100351|5145-55969: 23,641-33,525 (+)

32 33

uvig_512431: 23,077-35,459 (+)

32
33 34 35 aminotransferase (CDS_0036)

ivig_318: 23,640-36,572 (+)

32
33

34 35 36 37 38

uvig_444265_: 23,640-39,133 (+)

31
32

33 34 35 36 37 38 39 40 41

IMGVR_UViG_3300029374_000100|3300029374|Ga0243945_1000408: 23,640-35,467 (+)

32
33

34 35 36 37

OTU_1087: 23,598-32,221 (+)

3233

MGV-GENOME-0298898: 23,259-30,220 (+)

25 31 33

OTU_1097: 23,253-31,854 (+)

30

IMGVR_UViG_3300029747_000345|3300029747|Ga0245228_100239|48949-98215: 23,259-31,460 (+)

30

IMGVR_UViG_3300045988_025663|3300045988|Ga0495776_047368: 23,067-31,794 (+)

30

IMGVR_UViG_3300007798_000003|3300007798|Ga0105755_100389: 23,258-31,771 (+)

31

IMGVR_UViG_3300045988_036384|3300045988|Ga0495776_010458: 23,251-31,809 (+)

30

IMGVR_UViG_3300007991_000322|3300007991|Ga0105643_100246|8133-57600: 22,128-30,191 (+)

RT_III-AM_III-B_2 (CDS_0023)
28 amidase (CDS_0029)

uvig_443820_: 22,826-33,904 (+)

Reverse transcriptase
30 31 32 33 35

uvig_448287: 22,826-31,811 (+)

30

IMGVR_UViG_3300029364_000052|3300029364|Ga0243886_1000416: 23,188-31,808 (+)

32

IMGVR_UViG_3300029427_000059|3300029427|Ga0243889_1000415: 23,258-31,879 (+)

31

IMGVR_UViG_3300023716_000002|3300023716|Ga0257047_10305: 23,253-32,179 (+)

31 33 endolysin (CDS_0038)

uvig_505265: 23,630-36,852 (+)

32 33 34 35
36

37 38 39

IMGVR_UViG_3300029413_000258|3300029413|Ga0243792_1000131|28792-84689: 23,640-38,360 (+)

33 34 35 36 37 38
integrase (CDS_0039)

PDC-M69A_WP_216276383.1 (CDS_0040)

45

IMGVR_UViG_3300029424_000297|3300029424|Ga0243789_1000265|2-52248: 23,409-34,709 (+)

30
32

3334 35 36

IMGVR_UViG_3300045988_031914|3300045988|Ga0495776_046942: 23,640-32,462 (+)

31 32

MGV-GENOME-0308997: 23,641-32,109 (+)

31

uvig_139494: 23,356-36,677 (+)

31 32

tail sheath (CDS_0033)
tail protein (CDS_0034)

35
36

37

uvig_20800: 23,614-42,433 (+)

32 33 34 35
transposase (CDS_0036)

37 38

SRS142542_a1_ct7647_vs01: 23,628-38,398 (+)

31
32

33 34 35 36 37 38 39 40

uvig_508237: 23,643-34,058 (+)

31 32 33 34
integrase (CDS_0035)

36 41 42

IMGVR_UViG_3300045988_035615|3300045988|Ga0495776_047431: 23,642-32,527 (+)

31
32

DNA invertase (CDS_0033)

34

IMGVR_UViG_3300045988_021166|3300045988|Ga0495776_097906: 23,252-29,634 (+)

31

IMGVR_UViG_3300045988_033175|3300045988|Ga0495776_010471: 23,652-32,972 (+)

3132 35 39

IMGVR_UViG_3300006747_000247|3300006747|Ga0101801_100172|5543-60681: 23,568-38,165 (+)

33 34 35 36 37 38 39 43

MGV-GENOME-0307539: 23,201-32,275 (+)

31
32

33
34 39

IMGVR_UViG_3300045988_031587|3300045988|Ga0495776_134685: 23,201-32,650 (+)

31
32

33
34

MGV-GENOME-0308349: 23,201-31,996 (+)

31
3233

uvig_132347: 23,252-33,908 (+)

endolysin (CDS_0028)

30
31

32
33

34

COG0640 Csa3_1_CAS-I-II-III-IV-V-VI (CDS_0035)

36 39

uvig_441084_: 23,410-44,069 (+)

31
32

33
34

35 36 37

SigE (VF0295) (CDS_0038)

39 40 41 42 43 44 45 46 47 48

uvig_178796: 23,641-42,402 (+)

32 33 34
SigE (VF0295) (CDS_0035)

36 37 38 39 40 41 42 43 44

uvig_486860: 23,413-43,795 (+)

31
32

33
34 35 36 37 38 39 40 41 42 43 44 45 46 47

uvig_91719: 23,641-38,592 (+)

32
33

34
35 36 37

38
39 40 41 42

uvig_464090: 23,448-38,032 (+)

33
34 35 36 37 38 39

uvig_288849: 23,117-37,586 (+)

31 3233 34 35 36 37 38 39

uvig_201252: 23,641-40,776 (+)

32
33

34 35 36 37 38 39 40 41 42 43

uvig_163014: 23,641-47,933 (+)

33
34 35 36 37 38 39 40 41 42 43

clamp loader of DNA polymerase (CDS_0044)
clamp loader of DNA polymerase (CDS_0045)

46 47

ThsC2_00001 HIT (CDS_0048)

49
VakA (CDS_0050)

51 52

uvig_168116: 23,644-46,453 (+)

31 32
DNA binding protein (CDS_0033)

34 35 36 37

vanZ-A-NCBIFAM glycopeptide resistance protein VanZ-A (NF033125.2) (CDS_0038)

39 40 41 42 43 44 45 46 47

uvig_546434: 23,635-43,918 (+)

31
32

33 34 35 36 37 38 39 40 41 42 43 44 45 46

uvig_177443: 23,644-48,458 (+)

32 3334 35 36 37 38
integrase (CDS_0039)

PDC-M69A_WP_216276383.1 (CDS_0040)

41

capH (CDS_0042)

43

REase_MTase_IIG_00003 Type (CDS_0044)

45 46
DNA helicase (CDS_0047)

48 49 50

uvig_219836: 23,228-39,776 (+)

30
31

32
33

34 35 36 37 38
integrase (CDS_0039)

PDC-M69A_WP_216276383.1 (CDS_0040)

41

capH (CDS_0042)

43

uvig_547771: 23,640-42,426 (+)

32
3334 35 36 37 38

integrase (CDS_0039)

PDC-M69A_WP_216276383.1 (CDS_0040)

41

capH (CDS_0042)

43

REase_MTase_IIG_00003 Type (CDS_0044)

45 46

uvig_524833: 23,632-50,565 (+)

33 34 35 36 37
integrase (CDS_0038)

PDC-M69A_WP_216276383.1 (CDS_0039)

40

capH (CDS_0041)

42

REase_MTase_IIG_00003 Type (CDS_0043)

44 45 46 47 48 4950
51

52

uvig_479497: 23,640-47,857 (+)

3233 34 35 36 37 38 39 40 41 42 43 44

ThsC2_00001 HIT (CDS_0045)
Sigma L (VF0855) (CDS_0046)

47 48

COG0640 Csa3_1_CAS-I-II-III-IV-V-VI (CDS_0049)

50 51 52

uvig_389945: 23,628-43,591 (+)

31 32 33 34 35 36 37 38 39 40 41 42

ThsC2_00001 HIT (CDS_0043)

44 45 46
integrase (CDS_0047)

48

uvig_451783: 23,645-38,409 (+)

33
34

35 36 37 38 39 40 41 42

uvig_592130: 23,202-50,513 (+)

30
31

32
33 34 35 36 37 38

39
40 41 42 43

ThsC2_00001 HIT (CDS_0044)
45 46 47 48 49 50

51
52 53 54

SAMN09781729_a1_ct159128_vs1: 23,202-45,518 (+)

30
31

32
33 34 35 36 37 38

39
40 41 42 43 44 45

46
47 48 49

uvig_397224: 23,639-51,777 (+)

31
32

33 34 35 3637 38 39 40 41 42 43 44 45 46 47
48

49 50 51

uvig_48750: 23,382-46,253 (+)

32 33
endolysin (CDS_0034)

35 36 37 38 39 40 41
42

43 44 45

uvig_384758: 23,628-43,589 (+)

33
34

35 36 37 38 39 40 41
42

43

PDC-M69A_WP_216276383.1 (CDS_0044)

45 46

uvig_555592: 23,635-38,677 (+)

32
33

34 35 36 37 38 39

transposase (CDS_0040)
Type_V_V_U4 Cas12 (CDS_0041)

integrase (CDS_0042)
43

uvig_169204: 23,452-37,126 (+)

32 33 34 35 36 37
transposase (CDS_0038)

Type_V_V_U4 Cas12 (CDS_0039)

44

uvig_228818: 23,558-51,554 (+)

33 34 35 36 37 38 39
40

41 42 43

ThsC2_00001 HIT (CDS_0044)

45 46
endolysin (CDS_0047)

48 49 50 51 5253 54 55

uvig_472658: 23,579-47,446 (+)

33
34

35
36 37 38 39 40 41 42

43
44 45 46

ThsC2_00001 HIT (CDS_0047)

48 49
endolysin (CDS_0050)

51 52 53

uvig_519834: 23,650-48,593 (+)

32 33 34 35 36 37 38 39
40

41 42

ThsC2_00001 HIT (CDS_0043)

44 45 46 47 48
49

50 51 52 53

uvig_505949: 23,630-47,248 (+)

33 34 35 36 37 38 39
40

41 42 43 44 45 46 47
48

49 50 51

uvig_516736: 23,640-47,348 (+)

32
33

34
35 36 37 38 39 40 41

42
43 44 45 46 47 48 49 5051 52 53

uvig_364582: 23,631-44,969 (+)

33
transposase (CDS_0034)

35 36 37 38 39 40 41 42
43

4445 46 47

uvig_131665: 23,234-50,387 (+)

30
31

32
33 34 35 36 37 38 39 40 41 42 43 44 45 46 47 48 49

50
51 52 53

uvig_246557: 23,389-57,753 (+)

32
33

34 35 36 37 38 39 40 41 42

RM_Type_II__Type_II_MTases_FAM_4 (CDS_0043)

44
45

46 47 48
49

50 51 52 53 54 55 56 57 58 59 60
61

62 63 64 65 66

uvig_514623: 23,409-58,115 (+)

31
32

33 34 35
36

37 38 39 40 41

RM_Type_II__Type_II_MTases_FAM_4 (CDS_0042)

43
44

45 46 47 48 49 50 51 52 53 54 55 56 57 58 59 60 61 62 63
64

65

uvig_215356: 23,634-49,073 (+)

32
endolysin (CDS_0033)

34 35 36
37

38
39

40
41

42 43 44 45 46 47 48 49 50 51 52
dCMP deaminase (CDS_0053)

54 55 60

Ma_2019_SRR413617_NODE_185_length_69841_cov_6.732525: 23,204-53,423 (+)

31 32 33 34 35 36 37 38 39
40

41 42 43 44
Mycobactin (VF0299) (CDS_0045)

46 47 48 49 50
51

52

antitoxin from a toxin-antitoxin system (CDS_0053)

endolysin (CDS_0058)

10000 nt

DNA, RNA and nucleotide metabolism integration and excision lysis moron, auxiliary metabolic gene and host takeover other tail transcription regulation unknown function

defence (DefenseFinder) defence (PADLOC) virulence (VFDB) AMR (AMRFinderPlus) tRNA


