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TemPhD_cluster_62362:31,105-35,222 (+); 1-6,212 (+)

46 DNA methyltransferase (CDS_0047) 6 8

TemPhD_cluster_43312: 32,528-36,742 (+); 1-8,558 (+)
43 47 48 DNA methyltransferase (CDS_0049) 3
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TemPhD_cluster_33412:31,697-36,397 (+); 1-6,466 (+)
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TemPhD_cluster_51433:31,116-34,967 (+); 1-4,392 (+)
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TemPhD_cluster_51481:30,969-34,819 (+); 1-4.392 (+

TemPhD_cluster_62153:32,174-36,024 (+); 1-5,468 (+)
transcriptional regulator (CDS_0051)
DNA methyltransferase (CDS_0050) Doc-like toxin (CDS_0003)

nicking at origin of replication (CDS_0001)
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TemPhD_cluster_37133_:33,166-38,188 (+); 1-8,209 (+)
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emPhD_cluster_13557:32,396-36,110 (+); 1-7,284 (+)
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TemPhD_cluster_61726:32,792-37,612 (+); 1-9,955 (+)
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