
SAMN10080904_a1_ct2294: 1-10,150 (+)

terminase large subunit (CDS_0001)
2 3 4 5 6 7 8 9 RNA polymerase (CDS_0010) 11

SAMN05414987_a1_ct7799: 1-9,407 (+)

3

SAMN04571723_a1_ct137896_vs1: 1-9,515 (+)

3 5

IMGVR_UViG_3300045988_058335|3300045988|Ga0495776_112946: 1-13,314 (+)

3 5 6 7 8 9 10 11 14 15 16 17 18 19

uvig_340644: 40,954-41,648 (+); 1-13,082 (+)

3 6 7 8 9 10 14
endolysin (CDS_0048)

49

IMGVR_UViG_3300045988_052508|3300045988|Ga0495776_113479: 1-12,361 (+)

5 6

uvig_585731: 40,360-41,370 (+); 1-9,810 (+)

3 843

MGV-GENOME-0275658: 40,345-41,358 (+); 1-9,554 (+)

3

SRR7892433_NODE_9_length_42343_cov_52.509979: 41,646-42,343 (+); 1-9,282 (+)

5 6 7 8 9

IMGVR_UViG_3300045988_037856|3300045988|Ga0495776_113524: 1-12,835 (+)

3 5 6 7 8 9 10 14 16

MGV-GENOME-0317232: 1-13,608 (+)

3 4 5 6 7 11 13 nucleotide kinase

IMGVR_UViG_3300045988_059131|3300045988|Ga0495776_099491: 1-13,191 (+)

3 4 5 6

IMGVR_UViG_3300045988_129554|3300045988|Ga0495776_164158: 1-18,075 (+)

3 4 5 6
PDC-S01_WP_076465573.1 (CDS_0007)

8 9 10 11 12 16 18

IMGVR_UViG_3300045988_118007|3300045988|Ga0495776_183849: 1-14,534 (+)

3 4 5 6 7 8 9 10

SRR7892464_NODE_6_length_42680_cov_76.028880: 41,673-42,680 (+); 1-11,225 (+)

integrase (CDS_0003) 4 5 6

SAMN10080915_a1_ct3565: 1-11,225 (+)

3 4 5 6

uvig_594440: 43,511-43,739 (+); 1-13,808 (+)

3 4 5 6 8 9 10 11
12

13 16
Gp2.5-like ssDNA binding protein and ssDNA annealing protein (CDS_0019)

7000 nt

DNA, RNA and nucleotide metabolism head and packaging integration and excision lysis other unknown function defence (PADLOC)


