
MGV-GENOME-0169318: 18,023-23,100 (+)

Holliday junction resolvase (CDS_0028)
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12DNA binding protein (CDS_0003)8

MGV-GENOME-0212119: 1-9,700 (-)
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major head protein (CDS_0005)
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MGV-GENOME-0196630: 18,020-27,107 (+)
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3000 nt

DNA, RNA and nucleotide metabolism head and packaging integration and excision unknown function defence (DefenseFinder) defence (PADLOC)


