DNA primase/helicase (CDS_0031)
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mads_8 (CDS_0034) 35 36

MGV-GENOME-0169465:17,502-23,122 (+)
mads_8 (CDS_0033) 34 35
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MGV-GENOME-0191560: 18,294-23,409 (+)
mads_8 (CDS_0027) 28 29 30
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uvig_214421:10,706-16,427 (+)

FtsK/SpolllE-like protein (CDS_0037)

FtsK/SpolllE-like protein (CDS_0036) 38 39 40

MGV-GENOME-0228035: 20,616-26,601 (+)
NrdD-like anaerobic ribonucleotide reductase large subunit
27 28 33

uvig_339863:18,263-23,349 (+)

MGV-GENOME-0176841:18,995-24,079 (+)

MGV-GENOME-0180327: 932-6,442 (-)

NrdD-like anaerobic ribonucleotide reductase large subunit (CDS_0029) 34 35
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MGV-GENOME-0233651:17,048-24,491 (+)
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MGV-GENOME-0170236:2,869-10,317 (-)
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DNA, RNA and nucleotide metabolism moron, auxiliary metabolic gene and host takeover unknown function defence (PADLOC)




