metal-dependent phosphohydrolase (CDS_0021) anaerobic ribonucleotide reductase small subunit (CDS_0027)

nucleotide kinase RM_Type_lI_Type_ll_MTases_FAM_2 (CDS_0018) MazG-like pyrophosphatase (CDS_0026)
16 17 19 20 22 23 24 25 NrdD-like anaerobic ribonucleotide reductase large subunit (CDS_0028)

MGV-GENOME-0259720:12,534-20,984 (+)

nucleotide kinase (CDS_0012) 24

=
0o

uvig_528311:8,783-17,163 (+)
23 25

uvig_303707: 14,356-22,110 (+)
site-specific recombination directionality factor RDF (CDS_0018) 17 12

I — S S S — ) S —
MGV-GENOME-0170236:7,139-14,781 (-)

site-specific recombination directionality factor RDF (CDS_0012) 11

MGV-GENOME-0169318: 3,846-12,047 (-)
site-specific recombination directionality factor RDF (CDS_0022)
17 18 23

uvig 339863:11,157-19,358 (+)
site-specific recombination directionality factor RDF (CDS_0013) 14

uvig 214421:2,325-10,067 (+)
site-specific recombination directionality factor RDF (CDS_0014)
MTase_lI_00072 Type (CDS_0020) 13

E

MGV-GENOME-0196630:4,296-12,609 (-)
site-specific recombination directionality factor RDF (CDS_0027)
24 28

MGV-GENOME-0212119:15,112-23,880 (+)
3000 nt i
DNA, RNA and nucleotide metabolism integration and excision moron, auxiliary metabolic gene and host takeover other unknown function defence (DefenseFinder) defence (PADLOC)
I




