antitoxin from a toxin-antitoxin system
DS-15_DS-15A (CDS_0036) HNH endonuclease (CDS_0047)
37 38 39 40 41 42 43 44 45 46 terminase small subunit (CDS_0048)
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uvig 124942:27,152-34,109 (+)
29  MTase_ll_00172 Type (CDS_0032) 34

MGV-GENOME-0188020: 19,762-25,926 (+)
4 5 6 7 8 10 13 terminase large subunit (CDS_0016)
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uvig_257599:1-9,125 (+)

uvig 451560:1-7,715 (+)

SAMEA2737773_b1_ct17_vs2:1-7,991 (+)

uvig_412145:1-8,269 (+)
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IMGVR_UViG_3300029114 000221[3300029114|Ga0168819_100025|187209-220746:764-10,133 (+)

uvig_137485:1-10,148 (+)
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Ma_2019_SRR413693 NODE_820_length_37259_cov_3.318541:763-10,146 (+)
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SAMEA2737843_al ct52910_vs1:32,243-38,598 (+)

nucleoside triphosphate pyrophosphohydrolase (CDS_0005)
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uvig_409710:1-7,264 (+)
DnaB-like replicative helicase (CDS_0044) nucleoside triphosphate pyrophosphohydrolase (CDS_0005)
replication initiation protein (CDS_0043)45 4 6 7
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uvig_441323_:27,809-30,142 (+); 1-8,191 (+)

uvig_408519: 28,002-35,238 (+)
antitoxin from a toxin-antitoxin system (CDS_0037) 42 43

uvig 191006:26,847-33,463 (+)

39 methyltransferase (CDS_0045)
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Ma_2019_SRR413623 NODE _716_length_35618 _cov_3.485758:27,787-35,616 (+)
25 24 22

uvig_253887:14,677-25,972 (-)
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SAMEA2737835_b1 _ct14 vs2:23,249-31,271 (+)
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uvig_246849:22,263-31,953 (+)
33 MTase_lI_ 00172 Type (CDS_0034)
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uvig 564953:19,054-26,827 (+)

Lar-like restriction alleviation protein (CDS_0034) 33 32 30
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uvig_390819:19,414-30,074 (-)

40 41 42

uvig_180201: 24,485-33,751 (+)
SspD_00001 SspD (CDS_0044)
antitoxin from a toxin-antitoxin system (CDS_0037) 42 43 45 46
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uvig_213842:28,076-37,096 (+)
SspD_00001 SspD (CDS_0035)
33 34 36 37

;

uvig_250716:22,633-30,253 (+)
HNH endonuclease (CDS_0032)
23 nucleoside 2-deoxyribosyltransferase (CDS_0029) 30 31 33

—
uvig_489651_:17,968-26,854 (+)
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