deoxyribonucleoside 5' monophosphate phosphatase (CDS_0040)
41 42 43 44 45 46 47 48 49 50 DNA primase (CDS_0051) 52 53 54
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IMGVR_UViG_2648501162_000002|2648501162|2648506415|1591734-1635167:33,128-43,430 (+)
PtuB1_00034 Unknown (CDS_0042)
excisionase PtuA1_00019 AAA (CDS_0041) 43 44 DksA-like zinc-finger protein (CDS_0046)

IMGVR_UViG_2885972705_000003|2885972705|2885972720|88497-126373:26,536-37,874 (+)
43 44 45

IMGVR_UVIG_2767802276_000001|2767802276|2767838296|71339-118397:31,754-42,056 (+)
PtuB1_00034 Unknown (CDS_0038)
PtuA1.00019 AAA (CDS_0037) 39 40
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IMGVR_UViG_3300031133_000204|3300031133|Ga0308163_10000959: 25,893-37,080 (+)
CBASS_ Cyclase_new (CDS_0043)

Effector_00024 2TM (CDS_0042) 44 45
O O B
IMGVR_UViG_3300026851_000040|3300026851|Ga0209070_100004|57100-96953:29,061-39,851 (+)
33 38 39 40

IMGVR_UViG_3300013100_000019|3300013100|Ga0157373_10000341: 27,407-37,757 (+)
PDC-520_WP_191968580.1 (CDS_0045)
41
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IMGVR_UViG_2931390751_000001|2931390751|2931390751|1993247-2035307: 30,479-42,058 (+)
49 50 51 52

IMGVR_UVIG_2599185191.000001|2599185191]2599188410|76793-122852: 35,470-46,057 (+)
42 47 48 49 50

IMGVR_UViG_2603880217_000002|2603880217|2603909254|60416-106656: 35,948-46,238 (+)
48 52 53 54

IMGVR_UViG_3300031420_000312|3300031420|Ga0308169_10000664: 37,134-46,722 (+)
38 39 40
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IMGVR_UViG_2904518522_000004|2904518522|2904518535|27673-66684: 28,788-39,011 (+)
PtuB1_00034 Unknown (CDS_0044)
PtuA1_00019 AAA (CDS_0043) 45 46
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IMGVR_UViG_3300046474_000597|3300046474|Ga0495605_0000277|1-42644: 31,994-42.640 (+)
a4 45 47

I ]
IMGVR_UViG_2645728011_000002|2645728011|2645775776|154717-193426:29,670-38,706 (+)

44 45 46 47 51

IMGVR_UViG_2599185179_000003|259918517912599188071|145459-187996: 31,285-42,535 (+)
45 46 47

IMGVR UVlG 2744054431 OOOOOZ|2744OS4431I2744057739|439115 -484880:36,410-43,769 (+)

39
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IMGVR_UViG_649989991_000001|649989991|649995918|74903-115163:30,378-38,574 (+)
35 PtuA1_00019 AAA (CDS_0039) PtuB1_00034 Unknown (CDS_0040)

IMGVR_UVIG_2775507203_000001|2775507203]2775618870[2878106-2917406: 28,361-36,889 (+)

PD-T4-10_B_WP_124329019.1 (CDS_0044)
PDC-521 WP_091991925.1 (CDS_0045)
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IMGVR_UViG_2657245000_000009|2657245000/2657255048|93185-138192: 34,764-43,324 (+)

PD-T4-10_B_WP_124329019.1 (CDS_0041)
PDC-521 WP_091991925.1 (CDS_0042)

i
II
.

IMGVR_UViIG_2511231023_000006|2511231023]2511237577|26192-64073: 28,159-36,270 (+)
39 44 45
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IMGVR_UViG_2923115996_000003|2923115996|2923115996|3852588-3890035: 26,544-35,969 (+)
45 46

IMGVR_UViG_3300025298_000053|3300025298]Ga0209050_1000779: 35,883-44,899 (+)
43

IMGVR_UVIG_2713897223_000002|2713897223|2713953828|749763-787012: 28,067-36,548 (+)
GAPS6_GAPSé6a (CDS_0041)
GAPS6__GAPS6b (CDS_0040) 42
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IMGVR_UViG_2872554397_000002|2872554397|2872554397|3215469-3256073: 28,907-39,791 (+)
PDC-520_ WP_191968580.1 (CDS_0044) DksA-like zinc-finger protein (CDS_0048) 5

e —
IMGVR_UViG_2886041690. 000001|2886041690I288604169OI217393 260216:34,102-42,820 (+)
MTase_lI_00112 Type (CDS_0044) 45 46 47

I N I
IMGVR_UViG_2562617101_000001|2562617101]2562625625|140243-181434: 29,143-41,189 (+)
40 41

IMGVR_UViG_2648501301_000001|2648501301]2648518869|213820-252468: 29,620-38,646 (+)
35 40 41 42

IMGVR_UViG_2870365171_000002|2870365171|2870365171|5035005-5071948: 26,763-36,940 (+)
40 41 42

IMGVR_UViG_2511231156_000002|2511231156|2511244606|5011546-5048489: 26,763-36,940 (+)
UmuD-like protein (CDS_0043)
PD-T7-3_PD-T7-3 (CDS_0042) 44
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IMGVR_UViG_3300012229_000007|3300012229]Ga0122231_10011]96423-135068: 29,249-38,643 (+)
48 52 53

I s —
IMGVR_UViG_2882114799_000001|2882114799/2882114799|457960-503233: 35,749-45,272 (+)

46 47

I — I N SN S—
IMGVR_UVIG_2599185314_000001|2599185314]2599196068|90167-131806: 32,044-41,636 (+)
4000 nt i
DNA, RNA and nucleotide metabolism integration and excision other transcription regulation unknown function defence (DefenseFinder) defence (PADLOC)
I




