UmuD-like protein (CDS_0030)
MTase_II_00039 Type (CDS_0027)
Rz-like spanin (CDS_0026) ‘ deoxyribonucleoside 5' monophosphate phosphatase (CDS_0033)

DNA polymerase (CDS_0031) excisionase (CDS_0036)
endolysin 28 29 | 32 | 3435 | 37 38 39
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IMGVR_UViG_2870365171_000002|2870365171|2870365171|5035005-5071948: 20,879-29,520 (+)

24 chitinase (CDS_0025) 29 32
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IMGVR_UViG_2511231156_000002|2511231156|2511244606|5011546-5048489:19,219-29,520 (+)

excisionase (CDS_0036)
DNA methyltransferase (CDS_0037)
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IMGVR _UViG_2599185314 000001|2599185314]2599196068|90167-131806: 20,600-34,802 (+)
excisionase (CDS_0035)

chitinase (CDS_0026) DNA methyltransferase (CDS_0036)
28 33 34 \ 37 3839 44 45 Cll-like transcriptional activator (CDS_0046)
B L DC I O iC 0aaHacid X1

IMGVR_UViG_2645728011_000002|2645728011]2645775776|154717-193426:20,402-34,316 (+)

DNA methyltransferase (CDS_0040)
28 33 34 35 36 37 38 39 41 44

IMGVR_UVIG_2599185191 000001|2599185191|2599188410|76793-122852: 22,386-38,208 (+)
excisionase (CDS_0034)
DNA methyltransferase (CDS_0035)
27 32 33 | 36
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IMGVR_UViG_2599185179_000003|2599185179|2599188071|145459-187996:21,858-34,023 (+)

excisionase (CDS_0034)
33 T 35 36
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IMGVR | UV|G 2931390751 000001|2931390751|2931390751|1993247-2035307:21,844-33,607 (+)
FS_HP_SDH_sah_ SDH_sah (CDS_0034)
DNA methyltransferase (CDS_0038)
ParA-like partition protein (CDS_0032)
30 31 33 | 35 36] 39

N I S E— o —
IMGVR UViG_2648501162_000002|2648501162|2648506415|1591734-1635167:20,516-35,863 (+)

DNA methyltransferase (CDS_0032)
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IMGVR_UViG_2648501301_000001|2648501301|2648518869|213820-252468:21,133-32,123 (+)
VCA0367 (CDS_0033)
VCA0368 (CDS_0032) 34 excisionase (CDS_0035)

IMGVR_UViG_3300027934_000029|3300027934|Ga0209173_100003|57100-96953: 20,838-31,578 (+)
VCA0367 (CDS_0033)
VCA0368 (CDS_0032) 34  excisionase (CDS_0035)

IMGVR_UViG_3300026851_000040|3300026851|Ga0209070_100004/57100-96953:21,383-31,578 (+)
PDC-525_WP_158408084.1 (CDS_0032)

SduA_00004 DUF4263 (CDS_0031) 33 34 35 excisionase (CDS_0036)
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IMGVR _UViG_2767802276_000001|2767802276|2767838296|71339-113397:21,214-34,273 (+)
DS-28__DS-28B (CDS_0033)
31 32 34 35 excisionase (CDS_0036)
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IMGVR_UViG_3300031416_000357|3300031416|Ga0308171_1000489|258-44859:20,657-35,927 (+)
DS-28__DS-28B (CDS_0033)

31 32 34 35 excisionase (CDS_0036)
Do b b —C-an-——-Eamaia 1a-aaid

IMGVR_UViG_3300031415_000162|3300031415|Ga0308172_1000271|39068-83682: 21,202-35,940 (+)
excisionase (CDS_0035)
31 32 33 34 |36 40

IMGVR_UVIG_2562617101_000001|2562617101|2562625625|140243-181434:21,049-31,667 (+)
2223 28 29  excisionase (CDS_0030)

IMGVR_UViG_3300031133 000204|3300031133|Ga0308163_10000959: 18,912-28,408 (+)
excisionase (CDS_0031)
30 68 38 40
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IMGVR_UViG_3300013100_000019|3300013100|Ga0157373_10000341:21,747-33,287 (+)
phosphoribosylaminoimidazole-succinocarboxamide synthase (CDS_0031)

30 [ 32 33 34 35 36 37 38
D D D) GEC Ca-aai

IMGVR_UViG_3300046474_000597|3300046474]|Ga0495605_0000277|1-42644:20,316-33,528 (+)
excisionase (CDS_0038)

|nte rase (CDS 0037)
32 33 34 35 [39 40 41 42 4546

IMGVR_UViG_3300031420_000312|3300031420|Ga0308169_10000664:21,920-38,485 (+)
excisionase (CDS_0038)
DNA methyltransferase (CDS_0039)
24 Rz-like spanin (CDS_0025) 30 31 32 33 34 35 36 37 | 42

IMGVR_UViG_2603880217_000002|2603880217]2603909254(60416-106656:18,712-38,865 (+)
PtuB1_00014 Unknown (CDS_0030)
excisionase (CDS_0031)

PtuA1_00019 AAA (CDS_0029]
28 | ] 3233 38
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IMGVR_UViIG_2904518522_000004|2904518522|2904518535(27673-66684: 18,920-34,155 (+)
DNA methyltransferase (CDS_0042)

tail protein (CDS_0040)
32 33 34 35 36 37 38 39 41 43 48
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\MG\/R UViG_2882114799_000001|2882114799|2882114799|457960- 503233 21,861-38,855 (+)
8000 nt i
DNA, RNA and nucleotide metabolism integration and excision lysis moron, auxiliary metabolic gene and host takeover other tail transcription regulation unknown function
— I —_—

defence (DefenseFinder) defence (PADLOC) tRNA
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