MTase_l1_00039 Type (CDS_0027)
Rz-like spanin (CDS_0026) UmuD-like protein (CDS_0029)
22 23 24 endolysin (CDS_0025) 28 DNA polymerase (CDS_0030)
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IMGVR_UViG_3300031416_000357|3300031416|Ga0308171_1000489|258-44859:18,912-25,963 (+)
excisionase (CDS_0033)

28 29 32 ~deoxyribonucleoside 5' monophosphate phosphatase (CDS_0034)
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\MGVR UViG_2885972705_000003|2885972705|2885972720|88497-126373: 18,425-27,078 (+)
22 O-antigen acetylase (CDS_0025) 28
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IMGVR_UVIG_2599185191_000001|2599185191]2599188410|76793-122852:17,675-26,859 (+)
27

IMGVR_UViG_2599185179_000003|2599185179|2599188071|145459-187996:17,147-26,577 (+)
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IMGVR_UViG_2931390751_000001|2931390751|2931390751|1993247-2035307: 17,678-25,766 (+)
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IMGVR_UVIG_2599185314_000001|2599185314[2599196068|90167-131806: 17,845-25,420 (+)
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IMGVR_UVIG_2645728011_000002|2645728011(2645775776|154717-193426: 18,197-24,440 (+)
28 32 33 34 35
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IMGVR UViG_2882114799_000001(2882114799|2882114799|457960-503233: 17,795-29,136 (+)
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VCA0368 (CDS_0032) VCA0367 (CDS_0033)
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\MG\/R UViG_3300027934_000029|3300027934|Ga0209173_100003|57100-96953: 18,834-29,603 (+)
19 20 21 endolysin (CDS_0025)
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IMGVR_ UVlG 2870365171.000002(|2870365171|28703651715035005-5071948: 14,537-25,132 (+)

chitinase (CDS_0025) 29 32
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IMGVR_UViG_2511231156_000002|2511231156|2511244606|5011546-5048489: 14,537-27,305 (+)
20 24 Rz-like spanin (CDS_0025)
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IMGVR_UViG_2603880217_000002|2603880217|2603909254|60416-106656: 14,165-25,256 (+)
5000 nt i
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