
Station158_SUR_ALL_assembly_NODE_8550_length_11848_cov_25.691088: 6,254-11,846 (+)

DNA helicase primase (CDS_0014) 15 16 17 18 19 20 21

Station205_SUR_ALL_assembly_NODE_4627_length_10912_cov_17.625219: 5,194-10,911 (+)

15 16 17

Station175_SUR_ALL_assembly_NODE_7226_length_14989_cov_35.721843: 3-6,465 (-)

123

Station188_DCM_ALL_assembly_NODE_7039_length_11888_cov_58.468013: 3-5,901 (-)

123

Station201_DCM_ALL_assembly_NODE_6773_length_11784_cov_34.682070: 6,050-11,783 (+)

17 18

Station205_SUR_ALL_assembly_NODE_3796_length_12639_cov_12.518277: 3-6,030 (-)

12

Station194_DCM_ALL_assembly_NODE_5054_length_12613_cov_35.681080: 6,578-12,611 (+)

18 19

Station178_SUR_ALL_assembly_NODE_7622_length_12249_cov_11.848696: 2-5,996 (-)

123

Station191_SUR_ALL_assembly_NODE_3261_length_12601_cov_155.598677: 3-4,966 (-)

1

Station205_MES_ALL_assembly_NODE_6526_length_11025_cov_20.874932: 6,060-11,023 (+)

17

Station82_SUR_COMBINED_FINAL_NODE_4089_length_10866_cov_7.246231: 1-4,875 (-)

1

Station196_SUR_ALL_assembly_NODE_3937_length_13464_cov_38.145723: 8,628-13,462 (+)

23

Station84_SUR_COMBINED_FINAL_NODE_3396_length_14794_cov_10.112084: 9,951-14,792 (+)

25

Station168_SUR_ALL_assembly_NODE_5149_length_16691_cov_10.450469: 1-5,082 (-)

1

Station193_SUR_ALL_assembly_NODE_4787_length_11659_cov_27.893485: 6,610-11,657 (+)

18

Station206_SUR_ALL_assembly_NODE_7093_length_10365_cov_43.474685: 3-5,969 (-)

15Gabija__GajB_2 (CDS_0007)

Station180_ZZZ_ALL_assembly_NODE_7700_length_10563_cov_43.280453: 4,750-10,561 (+)

18

Station208_SUR_ALL_assembly_NODE_4998_length_10706_cov_54.407192: 5,196-10,704 (+)

19

2000 nt

DNA, RNA and nucleotide metabolism unknown function defence (DefenseFinder)


