transcriptional repressor (CDS_0021)
distal tail protein Dit (CDS_0014) minor tail protein (CDS_0016) transcriptional regulaﬂ(CDS_OOZO)
tail length tape measure protein (CDS_0013) tail protein (CDS_0015) 17 18 19 \ 22 23 24 25

S —— . EE———
IMGVR_UViG_2826656708_000002|2826656708|2826656738|191-34021:8,368-21,797 (+)

12 minor tail protein (CDS_0016) 18 19

—
IMGVR_UViG_643886173_000003|643886173]643915358|1-33323:7,815-21,309 (+)
10 tail protein (CDS_0014) 16 17

1 —
IMGVR_UViG_2826787473.000001|2826787473|2826787473|67-30776:6,341-18,714 (+)
tail length tape measure protein (CDS_0012) minor tail protein (CDS_0015) holin (CDS_0016)capP (CDS_0018) Retron_VI_HTH (CDS_0020)

e 1 —
IMGVR_UViG_2531839366_000004|2531839366|2531891524|112981-145968:6,341-21,209 (+)
replisome organizer DnaA-like (CDS_0027)

capP (CDS_0017) Retron_VI_HTH (CDS_0022) DnaB-like feplicative helicase (CDS_0029)
18 19 20 capH (CDS_0021) | 28
— LB R ) _—

—
IMGVR_UVIG_2826793456_000002|2826793456|2826793469|1-34115: 6,949-24,930 (+)
involved in bacteriocin production or immunity (CDS_0018)

hemolysin (CDS_0015) capH (CDS_0021)
T16 17 capP (CDS_002D) Retron_VI_HTH (CDS_0022)

. __ "N ‘' I —— 4 ™ -} ]
IMGVR_UViG_2826648933_000002|2826648933|2826649064(48100-80563: 6,961-21,765 (+)

hemolysin (CDS_0017) metallo-endopeptidase (CDS_0022)
J18 19 2021 23 24 25

NN B N S S SN N G BN R S
IMGVR UViG_2826674980 OOOOOZ|2826674980\2826675010|45262 81777:6,942-24, 979( )
metallo-endopeptidase (CDS_0020)
hemolysin (CDS_0016) 17 1819 21 2223

|
IMGVR_UVIG_2826687267_000004|2826687267|2826687283|58047-96362:7,724-25,818 (+)
hemolysin (CDS_0017) metallo-endopeptidase (CDS_0022) Retron_VI__HTH (CDS_0031)
J18 19 2021 23 24 25 27 28 29

IMGVR_UViG_2826968777_000001|2826968777|2826968805[85307-123671:7,820-26,514 (+)
hemolysin (CDS_0016) metallo-endopeptidase (CDS 0021)
J17 18 1920

N B S S S S D DI B BN B S—
IMG\/R UViG_2826916811 000001|2826916811\2826916826|89983 127503:6,961-24,313 (+)
hemolysin (CDS_0019)
hemolysin (CDS_0016) ;dolysin (CDS_0021)
J17 18 |20 22

W/R_UVIG_282680575 1.000005|2826805751|2826805791|89984-126420: 6,949-25,059 (+)
hemolysm (CDS_0020)
hemolysin (CDS_0017) endolysin (CDS_0022)
tail length tape measure protein (CDS_0013) 118 19 |21 23 25

m/R_UViG_ZBZé‘?ZZ‘?SZ_OOOOO1|2826922952\2826922962|65502-103208: 6,946-25,147 (+)
metallo-endopeptidase (CDS_0020)
hemolysin (CDS_0016)
17 1819

N N S—— LB & | | & | _§N ]
\MGVR UViG_2826929209 OOOOOB|2826929209\2826929237|89931 128877:7,780-26,505 (+)
hemolysin (CDS_0028) replisome organizer DnaA-like (CDS_0040)
129 30 32 33 39 DnaB-like replicative helicase

|
IMGVR_UViG_2826855500_000001|2826855500|2826855563|3-32716: 14,901-30,456 (+)
minor tail protein (CDS_0015)

I DN S N BN R ——
IMGVR UViG_2826867827. OOOOOS|2826867827\2826867856I3 -34056: 6,346-20,849 (+)
minor tail protein (CDS_0016)

—— [ — & |
IMGVR_UViG_2826842881_000005|2826842881|2826842885|3-32812:7,171-20,703 (+)

I

IMGVR_UViG_2517572209_000001(2517572209|2517600020[413090-446082: 6,958-21,639 (+)

[ 7000 nt i

DNA, RNA and nucleotide metabolism lysis moron, auxiliary metabolic gene and host takeover other tail transcription regulation unknown function defence (DefenseFinder)
— I L]

defence (PADLOC)
I




