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involved in bacteriocin production or immunity (CDS_0018)

distal tail protein Dit (CDS_0012) hemolysin (CDS_0015) capH (CDS_0021) replisome organizer DnaA-like (CDS_0027)
tail protein (CDS_0013) minor tail protein (CDS_0014)T16 17 capP (CDS_0020) Retron_VI_HTH (CDS_0022) DnaB-like replicative helicase
e L e ————— I T — — —

—
IMGVR_UViG_2826648933_000002|2826648933|2826649064|48100-80563:11,122-22,966 (+)
capH (CDS_0021)
16 17 metallo-endopeptidase (CDS_0018) capP (CDS_0020) Retron_VI_HTH (CDS_0022)

e — — I BN B e e e
IMGVR_UViG_2826751529_000003|2826751529|2826751572|67216-100872:11,787-24,162 (+)
k 4000 nt i

DNA, RNA and nucleotide metabolism moron, auxiliary metabolic gene and host takeover other tail transcription regulation unknown function defence (DefenseFinder)
I —_—

defence (PADLOC)

I




