
IMGVR_UViG_3300045988_057542|3300045988|Ga0495776_010055: 31,533-38,954 (+)

47

metal-dependent phosphohydrolase (CDS_0048)
metal-dependent phosphohydrolase (CDS_0049)

50 51 52 53 54 55 56 57 58 59 60 61

IMGVR_UViG_3300014956_000080|3300014956|Ga0134434_1000288: 32,602-40,941 (+)

metal-dependent phosphohydrolase (CDS_0046) 51 52 53

uvig_567262: 39,150-47,347 (+)

62
MTase_II_00107 Type (CDS_0063)

64

IMGVR_UViG_3300045988_050361|3300045988|Ga0495776_184634: 29,759-38,678 (+)

51
MTase_II_00107 Type (CDS_0052)

53
radical SAM domain protein (CDS_0058)

60

SRS098514_a1_ct10174_vs1: 33,042-41,547 (+)

52 MTase_II_00107 Type (CDS_0053)

IMGVR_UViG_3300029736_000303|3300029736|Ga0245186_100159|70282-112526: 30,635-38,104 (+)

48 49

IMGVR_UViG_3300045988_087789|3300045988|Ga0495776_012849: 31,933-40,455 (+)

50 51 52

IMGVR_UViG_3300029724_000160|3300029724|Ga0245182_100461|1-44950: 32,666-40,957 (+)

51 MTase_II_00107 Type (CDS_0052)
phosphoadenosine phosphosulfate reductase (CDS_0055)

SspA_00001 SspA (CDS_0056)

SAMN11893721_a1_ct532285: 31,989-40,482 (+)

50
MTase_II_00173 Type (CDS_0051)

52

SAMN06164910_a1_ct23997_vs1: 5,550-12,559 (-)

1213141517MTase_II_00048 Type (CDS_0022)23

3000 nt

moron, auxiliary metabolic gene and host takeover other unknown function defence (PADLOC)


