holin (CDS_0016) tRNA-Met(CAT) 22
6 7 8 9 endolysin(CDS_0010) 11 12 1314 15 [ 17 18 T19 2021723

IMGVR_UViG_3300030442_000286|3300030442|Ga0168840_100013[172267-190181:4,948-15,499 (+)
12 1314 15 16

MGV-GENOME-0115194: 4,948-14,330 (+)
7 12 1314 15
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IMGVR_UViG_3300045988_137081|3300045988|Ga0495776_124165:4,948-14,380 (+)

12 13 14 15 _holin (CDS_0016) 21

!

IMGVR_UViG_3300045988_116082|3300045988|Ga0495776_167585:4,948-13,733 (+)
12 13 14 15 16
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©

IMGVR_UViG_3300029540_000214|3300029540|Ga0244948_100135| 50089-6524: 4,948-16,220 (+)
12 13 14 15 16

I —— N S — S —
MGV-GENOME-0109277:4,948-13,923 (+)

12 13 14 15 16 18

- 14,329 (1)

<
9)
<
9)
m
z
[©]
<
m
o
=S
[
w
[
o
N
~
e}
N
N
=
=
w
]
o

12 13 14 15 _holin (CDS_0016) 19 20
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wal 1192 (+)

12 13 14 15 _holin (CDS_0016)

IMGVR_UViG_3300045988_147504|3300045988|Ga0495776_124003:4,947-14,329 (+)
12 13 14 15

IMGVR_UVIG_2597490324_000002|2597490324(2597546483|1967568-1985191:4,948-15,208 (+)

12 13 14  holin(CDS_0015)
e ————————————————————— T ~——————————— S e ————— I
IMGVR_UVIG_3300045988_136184/3300045988|Ga0495776_019549: 4,948-14,175 (+)
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(+)
13 14 endolysin (CDS_0015)
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SAMNO4261351 _al ct86266 vs1:5,391-17,684 (+)
14 15 endolysin (CDS_0016)

?
l

SAMNO5827077_al_ct75062_vs1:5,750-17,634 (+)
5 11 12 13 14 holin (CDS_0015)

—
IMGVR_UVIG_3300045988_152937|3300045988|Ga0495776_036647: 4,565-14.464 (+)
11 12 13 14 holin(CDS_0015)

| MG\/R,U\/iG,33mOZ%O4,000324I3300029604\ Ga0245147_100463]41-16646:4,565-14,374 (+)
6000 nt i

integration and excision lysis tail unknown function tRNA
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