MGV-GENOME-0066290: 295-6,556 (+)
uvig_388514: 6,389-12,631 (-)
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IMGVR_UViG_3300045988_147142|3300045988|Ga0495776_050775:533-6,920 (+)
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MGV-GENOME-0062068: 6,291-12,505 (-)
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MGV-GENOME-0049450: 318-6,554 (+)
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IMGVR_UViG_3300045988_107939|3300045988|Ga0495776_140941: 240-5,936 (+)
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IMGVR_UViG_3300045988_137834|3300045988|Ga0495776_007234: 1-1,609 (-); 6,597-13,278 (-)
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IMGVR_UViG_3300045988_114871|3300045988|Ga0495776 050814‘ 196- 6703( )
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uvig_245622:6,351-12, 831( )
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Ma_2019_SRR413728 NODE_1824 length_12815_cov_50.028292: 193-5,835 (+)
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MGV-GENOME-0068824:468-6,693 (+)
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MGV-GENOME-0069175: 10,849-13,127 (+); 1-6,045 (+)
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MGV-GENOME-0072657:1-2,296 (-); 7,195-13,388 (-)
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uvig_141684: 3-5,390 (+)
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MGV-GENOME-0072479:259-4,660 (+)
DNA polymerase (CDS_0015)
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uvig_470071:7,761-12, OOO( )

k 3000 nt |
DNA, RNA and nucleotide metabolism unknown function




