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IMGVR_UViG_3300008497_000224|3300008497|Ga0111011_100018|43-59495:21,484-37,901 (+)
efflux. OM_AdeC-NCBIFAM multidrug efflux RND transporter AdeABC outer membrane channel subunit AdeC (NFO33142.1) (CDS_0040)
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IMGVR _UViG_2921086983_000005|2921086983|2921086994(205402-264115:23,977-37,256 (+)
efflux OM_AdeC-NCBIFAM multidrug efflux RND transporter AdeABC outer membrane channel subunit AdeC (NFO33142.1) (CDS_0043)
OqgxA_adapt_sub-NCBIFAM multidrug efflux RND transporter periplasmic adaptor subunit OgxA (NFO00272.1) (CDS_0045)
RND_perm_OqxB-NCBIFAM multidrug efflux RND transporter permease subunit OgxB (NFO00037.1) (CDS_0044)
VCA0356 (CDS_0041) Pyrimidine biosynthesis (VF0558) (CDS_0053) 59
amidase (CDS_0039)40 | 42 46 474849 50 5152 54 55 56 57 58 6061

NN N
uvig 292752:23,542-53,016 (+)
efflux_ OM_AdeC-NCBIFAM multidrug efflux RND transporter AdeABC outer membrane channel subunit AdeC (NFO33142.1) (CDS_0044)
OqgxA_adapt_sub-NCBIFAM multidrug efflux RND transporter periplasmic adaptor subunit OgxA (NFO00272.1) (CDS_0046)
RND_perm_OqxB-NCBIFAM multidrug efflux RND transporter permease subunit OgxB (NFO00037.1) (CDS_0045)
VCAO0356 (CDS_0042)

amidase (CDS_0040)41 | 43 47 48 49 50 5152 53 54 55 56 57 58 59 60 61 62 63
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uvig_227387:23,829-59,167 (+)
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