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MGV-GENOME-0367807: 80,772-102,112 (-)
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2-aminooxy adenylosuccinate synthetase (CDS_0125)
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uvig_322356: 3-15,323 (+)
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uvig_480275: 57,846-68,578 (-)
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Rnase H (CDS_0107)

108
109

110111
112

113

114

uvig_60929: 2-12,188 (+)
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HNH endonuclease (CDS_0003)
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MGV-GENOME-0363731: 233-29,325 (+)
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2-aminooxy adenylosuccinate synthetase (CDS_0019)
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uvig_34298: 54,765-80,048 (-)
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2-aminooxy adenylosuccinate synthetase (CDS_0122)
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Rnase H (CDS_0105)
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HNH endonuclease (CDS_0121)

2-aminooxy adenylosuccinate synthetase (CDS_0122)
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HNH endonuclease (CDS_0134)

MGV-GENOME-0361759: 298-13,834 (+)
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Rnase H (CDS_0116)
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HNH endonuclease (CDS_0124)

MGV-GENOME-0363376: 1-3,626 (+)
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uvig_49486: 47,226-53,639 (-)
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DNA, RNA and nucleotide metabolism unknown function defence (PADLOC) tRNA pseudogene


