DNA methyltransferase (CDS_0048) polynucleotide kinase (CDS_0062)

47 49 50 51 52 53 54 55 56 57 58 59 60 61 63

|
\
i
i
|

MGV-GENOME-0309897:37,831-44,097 (+)

— E—
SAMN11031437_al_ct263:37,329-43,636 (+)

50 51 52

—— E—
SAMN11031411 al ct3583:37,050-43,509 (+)

47 52 53 54 55 56 58

!

uvig_831699:36,711-43,171 (+)

HNH endonuclease 54 55 56 57 58
(SR e o Sy SR S Sy E— B D D g B S R— R
MGV-GENOME-0312253:38,397-44,938 (+)
53 54 55 56 57 59
(S Y o (R S GRS S Sy W O D o N WD W W W—

MGV-GENOME-0311886: 38,206-44,802 (+)

uvig - 420340 27,641-33,210 (+)

55 56 57 58 59 60 61 65 67
o —C I Oa@— O e - DD
uvig_353248:39,662-46,862 (+)

55 56 57 58 59 60 61
o —C O aa— D - D UL B
uvig_344107:39,563-46,763 (+)

55 56 57 58 59 60 61
— I S E—— — ———————— ———— B — | N —— E—
uvig 345704:39,508-46,612 (+)

54 55 56 57 58

S oy O SO p O € O T iy T ey W 0 O D D g O W S,

NC_054894.1:36,743-43,073 (+)
2000 nt i
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