44 45 46 47 48 49 50 51 52 53 54 55 56

IMGVR_UViG_3300007128 _000003|3300007128|Ga0102725_100059: 39,132-48,141 (+)
DNA polymerase (CDS_0048) 49

SRR5495000_NODE_1_length_59831_cov_35.991937:40,278-49,030 (+)
47 48 49

SRS018145_al _ct16874 vs01:39,023-48,461 (+)

42 47 48 53
e ——————————— T ———————————— I
MGV-GENOME-0330488: 37,299-47,093 (+)
a7 48
e I
IMGVR_UViG_3300045988_120980|3300045988|Ga0495776_007956: 37,299-47,093 (+)
47 48

IMGVR_UViG_3300045988_117539|3300045988|Ga0495776_163880: 38,712-47,222 (+)
49 50

OTU_743:41,346-49,613 (+)

homing endonuclease (CDS_0045) DNA polymerase (CDS_0049)
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877 (+)

DNA polymerase (CDS_0049) 50

OTU_720:40,372-49,649 (+)

43 47 48

SRS016092_a1_ct11779_vs1:33,071-41,565 (+)
35 36 37 41 42 43

SRS142787_al_ct6082_vs01: 33,109-40,808 (+)
4000 nt {
DNA, RNA and nucleotide metabolism unknown function




