
MGV-GENOME-0363271: 68,981-77,568 (+)

82 83 84 85 86 87 88 89 90 91 integrase (CDS_0092) 93
phosphatase (CDS_0094)

DS-32__DS-32B (CDS_0095)

MGV-GENOME-0374016: 111,434-120,150 (+)

150 151 HNH endonuclease (CDS_0158)

IMGVR_UViG_3300029584_000004|3300029584|Ga0245112_100130: 113,475-122,252 (+)

158 159

IMGVR_UViG_3300029715_000003|3300029715|Ga0245215_1000116: 113,859-122,625 (+)

158 159 162

MGV-GENOME-0372985: 102,407-111,177 (+)

138 139 142

uvig_188439: 105,925-113,859 (+)

143 144 150

uvig_435487_: 145,140-153,956 (+)

179 183 184 185 188

IMGVR_UViG_3300045988_127844|3300045988|Ga0495776_166940: 113,882-122,708 (+)

156 157 158

IMGVR_UViG_3300045988_109203|3300045988|Ga0495776_180974: 109,531-119,167 (+)

147 148 149 150

uvig_248211: 96,425-105,720 (+)

134 135 136

IMGVR_UViG_3300045988_146011|3300045988|Ga0495776_034474: 102,680-111,881 (+)

138 139 140 143

MGV-GENOME-0368165: 78,935-88,170 (+)

103 104 105

IMGVR_UViG_3300045988_139481|3300045988|Ga0495776_176330: 104,153-113,390 (+)

138 139 140 143

IMGVR_UViG_3300007222_000013|3300007222|Ga0104061_100121: 105,367-114,605 (+)

144 145 146

IMGVR_UViG_3300045988_125459|3300045988|Ga0495776_168702: 114,308-123,542 (+)

155 156 157 160

uvig_231206: 74,157-83,448 (-)

858687

IMGVR_UViG_3300008520_000330|3300008520|Ga0111044_100115|1-128327: 104,505-113,738 (+)

142 143 144

MGV-GENOME-0365229: 74,722-83,082 (+)

112 113 114 119

MGV-GENOME-0370005: 76,968-85,368 (+)

103 104 105

IMGVR_UViG_3300008672_000305|3300008672|Ga0111519_100079|2-129348: 105,514-114,758 (+)

142 143

uvig_129975: 79,336-87,259 (+)

122 123

IMGVR_UViG_2909448145_000008|2909448145|2909448146|210896-347924: 113,952-122,214 (+)

158 159

IMGVR_UViG_3300045988_129375|3300045988|Ga0495776_163700: 102,645-110,908 (+)

142 143

MGV-GENOME-0373824: 106,104-114,008 (+)

146 147

uvig_570990: 175,921-184,311 (+)

223 224

MGV-GENOME-0374285: 112,870-120,855 (+)

150 151 152

MGV-GENOME-0366629: 77,349-86,361 (+)

100 101 102 105 111 112

MGV-GENOME-0356218: 62,651-71,669 (+)

82

uvig_245985: 44,227-53,562 (+)

76 82

MGV-GENOME-0373694: 105,349-114,922 (+)

145 146 147 148

uvig_550087: 138,236-146,548 (+)

181 183 184 187

IMGVR_UViG_3300045988_120128|3300045988|Ga0495776_176282: 113,452-121,763 (+)

156 157

MGV-GENOME-0364953: 75,217-83,456 (+)

104 105 108

uvig_187957: 103,541-112,662 (+)

142 143

MGV-GENOME-0370669: 87,404-96,533 (+)

115 116

IMGVR_UViG_3300045988_136736|3300045988|Ga0495776_168703: 102,861-111,990 (+)

135 136

MGV-GENOME-0375822: 104,614-113,373 (+)

145 146

uvig_282517: 112,188-120,942 (+)

152 153

Shkoporov_2019_SRR9161507_NODE_59_length_137237_cov_23.903471: 113,747-122,647 (+)

156 157 164

MGV-GENOME-0374166: 111,888-121,352 (+)

157 158 159 162

uvig_139490: 47,516-55,440 (+)

73 74

MGV-GENOME-0345642: 47,956-56,363 (+)

66 67

MGV-GENOME-0347945: 51,042-59,430 (+)

72 73 78 phosphatase (CDS_0079)

uvig_245503: 74,028-82,181 (+)

98 99

MGV-GENOME-0357078: 63,233-71,383 (+)

83 84

IMGVR_UViG_3300045988_123315|3300045988|Ga0495776_089018: 114,133-123,471 (+)

156 157 158 159 phosphoesterase (CDS_0166)

MGV-GENOME-0374500: 114,086-123,413 (+)

156 157 158 159

IMGVR_UViG_2882072473_000005|2882072473|2882072474|407977-544401: 111,853-121,769 (+)

145 146 147 148 149

SRS019445_a1_ct7214: 113,285-122,422 (+)

144 145 146 147 151 152

uvig_280354: 157,691-167,280 (+)

197 200 208

uvig_379724: 151,697-160,603 (+)

198 199

MGV-GENOME-0361068: 68,910-78,446 (+)

93 100

IMGVR_UViG_3300045988_129365|3300045988|Ga0495776_073064: 111,405-120,617 (+)

151 156 160

IMGVR_UViG_3300029125_000213|3300029125|Ga0168738_100066|1-128228: 106,605-114,921 (+)

142 146

uvig_231087: 118,984-128,066 (+)

155 156 159

MGV-GENOME-0374798: 104,384-113,466 (+)

141

IMGVR_UViG_3300045988_118778|3300045988|Ga0495776_168645: 115,400-124,484 (+)

159

uvig_232227: 115,331-124,423 (+)

160

MGV-GENOME-0373953: 105,158-113,763 (+)

145

IMGVR_UViG_3300045988_146265|3300045988|Ga0495776_052868: 106,686-115,458 (+)

149

MGV-GENOME-0365297: 76,329-85,100 (+)

104

uvig_195176: 126,214-134,940 (+)

167

IMGVR_UViG_3300045988_116683|3300045988|Ga0495776_176342: 111,650-120,391 (+)

159

MGV-GENOME-0371622: 94,446-102,676 (+)

148

MGV-GENOME-0374198: 105,359-113,607 (+)

146

MGV-GENOME-0374790: 108,228-116,477 (+)

149

IMGVR_UViG_3300029214_000210|3300029214|Ga0168682_100063|21933-189212: 145,688-153,937 (+)

192

uvig_219648: 48,455-56,947 (+)

71

MGV-GENOME-0375209: 101,587-109,879 (+)

138

3000 nt
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