membrane protein (CDS_0062)

tRNA-His guanylyltransferase (CDS_0063) RM_Type_lI_Type_ll_MTases_FAM_1 (CDS_0067)
56 57 58 59 60 61 | 64 65 66 68
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IMGVR_UViG_3300045988_124474|3300045988|Ga0495776_163709:48,728-56,668 (+)
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MG\/ GENOME-0373878:49,024-56,961 (+)
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MGV-GENOME-0374552:47,087-54,617 (+)
tRNA-His guanylyltransferase (CDS_0069) 70 71
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uvig_210735:52,718-59,217 (+)
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tRNA-His guanylyltransferase (CDS_0049)

IMGVR _| UVIG 3300007222_000013|3300007222|Ga0104061_100121:40,571-47,327 (+)
tRNA-His guanylyltransferase (CDS_0028)

uvig_129975:14,226-20,507 (+)
oMTase_00015 orphan (CDS_0066) tRNA-His guanylyltransferase (CDS_0070)

IMGVR_UViG_3300029584_000004|3300029584|Ga0245112_100130: 52,587-59,345 (+)
67 68

MGV-GENOME-0371622:51,766-57,152 (+)

!

uvig_248211:33,396-39,402 (+)
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MGV-GENOME-0375209:40,403-46,107 (+)
79

uvig_233847:62,145-67,849 (+)
66

IMGVR_UViG_3300029715_000003|3300029715|Ga0245215_1000116:51,654-57,660 (+)

thymidylate kinase (CDS_0115)
tRNA-His guanylyltransferase (CDS_0108) tRNA-His guanylyltransferase (CDS_0109) 114 116

uvig_379724:89,324-97,738 (+)
tRNA-His guanylyltransferase (CDS_0091) 97

uvig 442441 :72,944-81,334 (+)
tRNA-His guanylyltransferase (CDS_0083)

uvig_183134:71,349-79,738 (+)
55 57 61

MGV-GENOME-0374688:48,099-55,584 (+)

60

GV-GENOME-03740839:45,526-53,380 (+)

<

61

IMGVR_UViG_3300045988_120128|3300045988|Ga0495776_176282:48,513-55,994 (+)
tRNA-His guanylyltransferase (CDS_0069)
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SRS019445_al ct7214:50,257-54,793 (+)
79 80 81 82

o
o
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uvig_! 550087 71,015-79.654 (+)
44 oMTase_00015 orphan (CDS_0047)

\MGVR UVIG_ 3300008672 _000305(3300008672|Ga0111519_100079|2-129348:40,596-46,991 (+)
113 115 oMTase_00015 orphan (CDS_0120) 122 123

L ] 1 " ————— ;g ——————| ]
uvig_282990:84,943-92,100 (+)

3000 nt i
DNA, RNA and nucleotide metabolism moron, auxiliary metabolic gene and host takeover other unknown function defence (DefenseFinder) defence (PADLOC)
I




