baseplate wedge subunit (CDS_0038)
baseplate assembly protein (CDS_0037)
baseplate protein (CDS_0039) tail fiber assembly protein (CDS_0002) Retron__RT_Tot_10 (CDS_0007)
tail protein (CDS_0040) tail fiber protein (CDS_0001) tRNA-GIu(TTC) DS-34_ DS-34A (CDS_0009)
36 tail fiber protein (CDS_0041) 3 4 baseplate protein (CDS_0005) 6 integrase (CDS_0008)

I,
|
h

TemPhD_cluster_63683:25,550-29,592 (+); 1-8,046 (+)
tail fiber protein (CDS_0039)

tail fiber protein (CDS_0001) tail fiber assembly protein (CDS_0038) 34
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TemPhD_cluster_63898:1-4,326 (-); 21,322-28,479 (-)
tail fiber protein (CDS_0023)  tail fiber assembly protein (CDS_0024) 28
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TemPhD_cluster_63960: 13,743-25,008 (+)
tail fiber protein (CDS_0002) 1 tail fiber assembly protein (CDS_0043)

TemPhD_cluster_63777:1-5,149 (-); 22,119-29,059 (-)
tail fiber protein (CDS_0040) 1 tail fiber assembly protein (CDS_0002) Aga_Nuclease (CDS_0007)

1 1 — | I
TemPhD_cluster_63854: 24,904-28,685 (+); 1-8,643 (+)

tail fiber protein (CDS_0001)
tail fiber protein (CDS_0042)T tail fiber assembly protein (CDS_0002)
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TemPhD_cluster_63840: 24,377-28,649 (+); 1-6,890 (+)
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TemPhD_cluster_20740: 14,297-26,203 (+)

tail fiber assembly protein (CDS_0026)
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TemPhD_cluster_33909: 15,505-27,086 (+)
tail fiber assembly protein (CDS_0024) 30
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TemPhD_cluster_25004: 14,657-28,342 (+)
tail fiber protein (CDS_0001) tail fiber assembly protein (CDS_0039)
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TemPhD_cluster_63821:1-4,929 (-); 23,074-28,899 (-)
1 tail fiber assembly protein (CDS_0002)

TemPhD_cluster_63843:24,507-28,704 (+); 1-6,419 (+)
5000 nt i
connector integration and excision tail unknown function defence (DefenseFinder) defence (PADLOC) tRNA pseudogene
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