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Streptomyces_phage_LilMartin: 25,833-31,811 (+)
47 51 HNH endonuclease (CDS_0054) 58 59 60 polynucleotide kinase (CDS_0061)
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Streptomyces phage Daubenskl 27,068-33,908 (+)
HNH endonuclease (CDS_0045)
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Streptomyces_phage_Warpy: 26,280-31,765 (+)
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