polynucleotide kinase (CDS_0060)tRNA-Leu(GAG)
61

62 63 64 65 66 67 68 69 70 71 72 73 74 75

Streptomyces_phage_Paradiddles: 35,509-41,042 (+)
57 63 64 65

NC_042009.1:33,104-38,931 (+)
56 57 62 63 64 68

Streptomyces_phage_Cross: 34,304-39,377 (+)
HEase_00029 homing (CDS_0068)
69 70 73 77 RIIA lysis inhibitor (CDS_0078)
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Streptomyces_phage_Bartholomune: 33,659-41,558 (+)

HEase_00029 homing (CDS_0063)
57 64 65

NC_055813.1: 32,545-40,441 (+)
HEase_00029 homing (CDS_0063)
64 65 72

I I
Streptomyces_phage._| Braelyn 32,545-40,441 (+)

membrane protein (CDS_0063)
57
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Streptomyces_phage_Tribute: 34,920-40,456 (+)
56 57 61 63 65

%

Streptomyces_phage_Daubenski: 32,808-39,517 (+)

3000 nt i
lysis moron, auxiliary metabolic gene and host takeover other unknown function defence (PADLOC) tRNA pseudogene
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