HNH endonuclease (CDS_0149) PDC-S07_WP_110056698.1 (CDS_0154) DNA binding protein (CDS_0159) transglycosylase (CDS_0163)
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Streptomyces_phage_Bmoc: 74,935-81,560 (+)
151 157 158 HNH endonuclease (CDS_0162)
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Streptomyces_phage_LilMartin: 75,027-81,259 (+)
153 154 157 glycosyltransferase (CDS_0162)

| O G O O < —@CKK K

— -
NC_042008.1:75,915-82,268 (+)

bifunctional heptose 7-phosphate kinase/heptose 1-phosphate adenyltransferase (CDS_0156)
glycosyltransferase (CDS_0158)

endonuclease VII (CDS_0152) glycosyltransferase (CDS_0157)
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Streptomyces_phage_EGole: 77,277-84,517 (+)
HNH endonuclease (CDS_0139) endonuclease VII (CDS_0144)
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NC_042012.1:74,214-81,912 (+)
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DNA, RNA and nucleotide metabolism moron, auxiliary metabolic gene and host takeover other unknown function defence (PADLOC) tRNA
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