
Streptomyces_phage_Braelyn: 18,007-26,970 (+)
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enoyl-CoA hydratase/carnithine racemase-like (CDS_0028)
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Streptomyces_phage_Cross: 18,746-27,984 (+)
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Streptomyces_phage_Jay2Jay: 18,894-27,393 (+)
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Streptomyces_phage_Warpy: 19,038-27,359 (+)
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NC_055809.1: 19,089-27,499 (+)
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Streptomyces_phage_Paradiddles: 19,761-29,371 (+)

37 38 39 HNH endonuclease (CDS_0045)

NC_042009.1: 17,727-26,822 (+)
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Streptomyces_phage_Bartholomune: 17,748-26,735 (+)
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Streptomyces_phage_Daubenski: 18,745-28,697 (+)
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Streptomyces_phage_MulchMansion: 18,194-27,641 (+)

HNH endonuclease (CDS_0034)
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Streptomyces_phage_LilMartin: 18,237-27,549 (+)
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NC_042008.1: 18,367-27,601 (+)
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DNA, RNA and nucleotide metabolism moron, auxiliary metabolic gene and host takeover unknown function tRNA pseudogene


