enoyl-CoA hydratase/carnithine racemase-like (CDS_0028) HNH endonuclease (CDS_0034)

tRNA-Ala(TGC) HNH endonuclease (CDS_0035)
27T 29 30 31 32 33 \ 36 37 38 39 40 41 4243
O OO O DD D 0 — DU D0

- - - - - - . - - - - - - - - - .
Streptomyces_phage_Braelyn: 18,007-26,970 (+)
26 27 29 32 34 35 36
BO—D—{—0 O % DHORDEPD— D ——DHO T OPHHIE OE D —H

- - - - - - LB - - . . LB -

Streptomyces_phage_Cross: 18,746-27,984 (+)

- . - - - - - - - - LI - . -
NC_055809.1:19,089-27,499 (+)

37 38 39 HNH endonuclease (CDS_0045)

DL 00— ) 0 1)) )9 1 S S 10 0 0 ) D S )

- - - ] - . - .
Streptomyces_phage_Paradiddles: 19,761-29,371 (+)

34 35 36
B — UDHUHDB—D—DHDL EOUH U OO
- - - - L - = - - - - - - - .- .
NC_042009.1:17,727-26,822 (+)
37 38 39

B OPHOED— — ) DH—HDD— DD T OUHDHIE O - H
- - - - -E . - - - - - . L - . -
Streptomyces_phage_Bartholomune: 17,748-26,735 (+)
33 35 36 37 38 Rnase H (CDS_0044)
EUDHHETTTT) OD——H — L O-O—DHID— DD U—HE OED-{DHHH O
- u - - - - LI - - - - - .- m.
Streptomyces_phage_Daubenski: 18,745-28,697 (+)

HNH endonuclease (CDS_0034)
36 37 38 39

40 42
OUDHH PN —D DD DD HIL O O—HHH
- - - 1 - - - . - - - - = - .- =
Streptomyces_phage_MulchMansion: 18,194-27,641 (+)
33 34

39
Do {H O ) e S DD S N D S ) ) B

- - - 1 -
Streptomyces_phage_LilMartin: 18,237-27,549 (+)

HNH endonuclease (CDS_0039)

- -
NC_042008.1:18,367-27,601 (+)
k 3000 nt !
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