HNH endonuclease (CDS_0102)
tRNA-Arg(TCT) PDC-S07_WP_110056698.1 (CDS_0109)
99 100 101] | 103 104 105 106 107 108 110

uvig 176706:96,674-103,713 (+)
PDC-507_WP_110056698.1 (CDS_0101)
97 98 99 100 102 103

I ——— O I
MGV-GENOME-0368100: 95,089-102,761 (+)
PDC-S07_WP_110056698.1 (CDS_0123)

119 120 121 122 124 125

uvig_223668:118,936-126,927 (+)

PDC-S07_WP_110056698.1 (CDS_0086)
81 82 83 84 85 87 8889 90 91

uvig 24936:76,075-84,311 (+)
PDC-S07_WP_110056698.1 (CDS_0114)
membrane protein (CDS_0112) tRNA amidotransferase (CDS_0119)
109 110 111 T 113 | 115 116117 118 | 120 121 122

uvig 71289:111,950-122,290 (+)
PDC-S07_WP_110056698.1 (CDS_0006)
DnaB-like replicative helicase (CDS_0004)
10 9 8 7 | 5 3 2 1

uvig_188307:77-13,494 (-)
PDC-507_WP_110056698.1 (CDS_0008)
tRNA amidotransferase (CDS_0002)
13 12 1110 9 7 65 43 1
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uvig_192501:50-8,985 (-)
tRNA amidotransferase (CDS_0013)
PDC-S07_WP_110056698.1 (CDS_0019) T HNH endonuclease (CDS_0010)
24 23 22 21 20 18 1716 15 14 12 11 9 8 7 65 4 3 21
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uvig_196817:288-14,818 (-)
PDC-S07_WP_110056698.1 (CDS_0101)
tRNA amidotransferase (CDS_0107)
membrane protein (CDS_0099) 103 105
96 97 98 100 | 102 | 104 | 106

114 116
108 109 110 111112148 | 145 [117118
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MGV-GENOME-0369934: 94,622-108,023 (+)
PDC-507_WP_110056698.1 (CDS_0100)
tRNA amidotransferase (CDS_0105) 113 115
95 96 97 98 99 101 102 103 104T106 107 108 109 110 111 112T114 Tllé 117 118119 120 121
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uvig_208921:93,660-110,475 (+)
PDC-S07_WP_110056698.1 (CDS_0008)
tRNA amidotransferase (CDS_ 0004)
10 9 7 6 5 3 1
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MGV-GENOME-0363001: 3-10,084 (-)
124 125 126

uvig 361809:122,242-126,670 (+)
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MGV-GENOME-0362969:89,980-94,916 (+)

HH
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MGV-GENOME-0367059: 3-3,508

120
110 111 112 113 114 115 116 117 118 119] 121 122

uvig 39191:114,126-126,185 (+)

6000 nt {
DNA, RNA and nucleotide metabolism moron, auxiliary metabolic gene and host takeover unknown function defence (PADLOC) tRNA pseudogene
I




