
SAMEA2738110_b1_ct3: 39,182-51,297 (+)

52 53 54 55 56 57 58 59
60

61 62 DNA polymerase (CDS_0063)
single strand annealing protein (CDS_0064)

65

SAMEA2738084_b1_ct3: 38,759-51,124 (+)

53 54 55

MGV-GENOME-0327948: 39,374-51,604 (+)

55 56 59

IMGVR_UViG_3300008283_000003|3300008283|Ga0110914_100141: 37,083-50,216 (+)

54 55 56 58

IMGVR_UViG_7000000367_000087|7000000367|SRS048791_LANL_scaffold_65887: 36,994-50,127 (+)

53 54 55

uvig_460384: 35,942-48,124 (+)

50 51 52 endonuclease

uvig_446530: 32,321-43,927 (+)

43

SRS146894_a1_ct19736_vs01: 39,937-52,001 (+)

54 55

IMGVR_UViG_3300022488_000009|3300022488|Ga0242621_100002: 39,813-51,488 (+)

52 53 55
56

57 62

SRR5495011_NODE_15_length_33238_cov_29.212970: 18,995-29,686 (+)

44

MGV-GENOME-0320658: 35,516-48,492 (+)

46 47 48 49
50

51 52

IMGVR_UViG_3300008436_000003|3300008436|Ga0115418_100200: 40,115-52,467 (+)

52 55 56 57

IMGVR_UViG_3300028510_000012|3300028510|Ga0307860_1059: 40,124-51,912 (+)

55 56

IMGVR_UViG_3300008280_000002|3300008280|Ga0114267_100040: 39,821-52,769 (+)

54 55 56 57 58

IMGVR_UViG_3300007967_000002|3300007967|Ga0105958_100002: 39,821-52,583 (+)

54 55 56 57

SRS014728_a1_ct53198_vs1: 35,133-48,002 (+)

40 41 46 47 48 49 50

SRS049253_a1_ct31936: 39,024-51,356 (+)

56 57 58 5960

MGV-GENOME-0329442: 39,738-52,764 (+)

55 56 57 58 59 60

IMGVR_UViG_3300019477_000015|3300019477|Ga0197716_100018: 38,439-51,217 (+)

56 57 58 59
60

61

IMGVR_UViG_3300007123_000004|3300007123|Ga0102684_100089: 40,815-52,791 (+)

56 57 58 59

IMGVR_UViG_3300008147_000009|3300008147|Ga0114367_100116: 40,135-52,638 (+)

49 54 55 56 57 58 59

IMGVR_UViG_3300008420_000006|3300008420|Ga0115228_100116: 37,492-51,186 (+)

58 59 60 61 62 63 64 6566

SRS057124_a1_ct38202_vs1: 16,027-30,029 (+)

32 33 34 35 36 37 38 39

IMGVR_UViG_3300006260_000012|3300006260|Ga0099518_100207: 39,028-52,035 (+)

58 59 60 61 62 63 64 65

SRS078182_a1_ct20688: 40,592-54,241 (+)

55 56 57 58 59 60 61 62

IMGVR_UViG_3300008133_000002|3300008133|Ga0111365_100178: 38,401-51,204 (+)

56 57 58 59 6061

IMGVR_UViG_7000000001_000004|7000000001|SRS022530_LANL_scaffold_62914: 38,342-51,957 (+)

54 55 56 57 58 59 60

IMGVR_UViG_3300007079_000006|3300007079|Ga0104033_100105: 37,971-51,469 (+)

53 54 55 56 57 58 59

IMGVR_UViG_3300007295_000009|3300007295|Ga0104867_1000135: 39,600-53,127 (+)

61 62 63 64 65 66 67

IMGVR_UViG_3300008742_000008|3300008742|Ga0115672_100090: 39,639-53,011 (+)

60 61 62 63 64 65

IMGVR_UViG_3300011982_000036|3300011982|Ga0119773_1000004: 38,512-52,210 (+)

58 59 60 61 62 63 64

5000 nt

DNA, RNA and nucleotide metabolism unknown function


