
IMGVR_UViG_3300045988_166944|3300045988|Ga0495776_007736: 41,582-54,207 (+)

exonuclease recombination-associated (CDS_0055)
56 57 58 59 60 61 62 63 64 65 6667 68 69 exonuclease (CDS_0070)

MGV-GENOME-0317547: 34,853-47,423 (+)

43 44 45 46

MGV-GENOME-0323645: 36,827-50,346 (+)

51 52 53 54 55 57 58

Norman_78_NODE_2_length_60437_cov_56.745321: 42,173-54,587 (+)

59 60 61 63

IMGVR_UViG_3300045988_091217|3300045988|Ga0495776_007677: 41,015-53,928 (+)

57 58 59 60

SAMEA2738138_b1_ct2: 41,865-55,251 (+)

60 61 62 63 65

MGV-GENOME-0331937: 41,906-54,486 (+)

61 62 63 64

Ma_2019_SRR413705_NODE_203_length_60728_cov_4.951395: 42,672-56,007 (+)

58 59 60 61 62 63 64 66
tRNA-Pro(TGG)

70

IMGVR_UViG_3300006245_000001|3300006245|Ga0099369_100007: 42,721-56,198 (+)

61 62 63 65 66 67

IMGVR_UViG_3300028538_000031|3300028538|Ga0307841_1071: 42,117-55,301 (+)

59 61 62 63

IMGVR_UViG_3300045988_119195|3300045988|Ga0495776_007750: 41,179-54,060 (+)

59 60 61 62

SAMEA2738149_b1_ct3: 41,103-53,956 (+)

59 60 61 62

SAMN00792050_a1_ct57218_vs1: 42,672-56,044 (+)

58 59 60 DNA polymerase (CDS_0065)

SRS042691_a1_ct8042: 41,663-54,180 (+)

59 60 62 64

IMGVR_UViG_3300008153_000007|3300008153|Ga0114320_1000086: 40,119-52,387 (+)

60 6162 64

IMGVR_UViG_3300008346_000005|3300008346|Ga0115410_100119: 40,732-52,759 (+)

58 59

MGV-GENOME-0331280: 42,775-55,017 (+)

60 61 63 64

MGV-GENOME-0332982: 42,840-58,150 (+)

56 60 61 62

6000 nt

DNA, RNA and nucleotide metabolism unknown function tRNA


