
SRS042691_a1_ct8042: 30,798-38,066 (+)

35 36 EibE (VF1172) (CDS_0037) 38
exonuclease (CDS_0039)

40 41 42 43 44 45 thymidylate synthase (CDS_0046)

IMGVR_UViG_3300008346_000005|3300008346|Ga0115410_100119: 30,777-38,001 (+)

35 4041

SAMEA2738149_b1_ct3: 30,959-38,360 (+)

36 41 46

IMGVR_UViG_3300006459_000006|3300006459|Ga0100222_100102: 31,784-39,108 (+)

40 41 42 47

IMGVR_UViG_3300045988_091217|3300045988|Ga0495776_007677: 31,524-38,667 (+)

40

MGV-GENOME-0331280: 31,880-39,168 (+)

41 42

SAMEA2738138_b1_ct2: 32,228-39,517 (+)

43

MGV-GENOME-0332982: 30,600-38,494 (+)

36 38 39

IMGVR_UViG_3300008153_000007|3300008153|Ga0114320_1000086: 29,244-36,737 (+)

38 39 40 41 46

SRS017757_a1_ct51471_vs01: 29,376-38,040 (+)

30 31 32 33 MTase_II_00058 Type (CDS_0038) 40

3000 nt

DNA, RNA and nucleotide metabolism unknown function defence (PADLOC) virulence (VFDB)


